transcriptional repressor (CDS_0032)
31 33 34

w
o
w
~N

25 26 27 28

N
=
N
N
N
[N}
N
=
N
o
W
o

uvig_405239:15,520-22,519 (+)

26 27 28 29 30 31 32 37

N I B B N Y Y
IMGVR_UViG_3300045988 133%4|3300045988\Ga0495776 016096:15,498-23,166 (+)

20 21 22 27 28 29 30 31 32 transcriptional repressor (CDS_0033)
D WD gy WS O, S, g W Wy W F o NS 0y WD 0 F q W, W
uvig_590840: 15,451-24,420 (+)

19 20 21 26 27 28
1 S | — I S
uvig 596351:14,768-23,333 (+)
26 27 28 29 30 31 32

—— %&~— 1 —————— ———1—
IMGVR_UViG_3300029720_000035|3300029720|Ga024522%_1000891: 15,491-23,720 (+)

29 31 32

N
o<}
W
o

uvig 501692:16,868-23,827 (+)
29 30 31 32

N
N
N
w
N
o
N
oo

IMGVR_UViG_3300045988 109595|3300045988\Ga0495776 043857:16,172-23, 766( )

N
N
N
©
N
0
A
o
w
=S
W
N
w
@
w
b

IMGVR_UViG_3300045988 102576|3300045988\GaO495776 126414:15,776-24,167 (+)

N
o
N
[N
N
~N
N
©
N
0
w
o
w
=
w
N

IMGVR_UViG_3300045988_115189|3300045988|Ga0495776 | 017007 14,085-23,818 (+)
HNH endonuclease (CDS_0029)
holin (CDS_0026) 28 30 31 32 33 34

N
N
w
w
w
o

P
|+
!
|
|
|
|

N
w

IMGVR_UViG_3300045988_119788|3300045988|Ga0495776_128371:15,085-24,804 (+)
HNH endonuclease (CDS_0027)

N}
[N
N |
@ !
w
o
w
=S
w
N
w
@

i
|
| +
!
|
|
|
|

29

MGV-GENOME-0252216:15,086-23 232( )

3000 nt

DNA, RNA and nucleotide metabolism lysis transcription regulation unknown function
—




