baseplate wedge subunit (CDS_0019)
Gpu-like tail protein | baseplate wedge subunit (CDS_0021)

baseplate hub (CDS_0017) tail fiber assembly (CDS_0022) RecT-like ssDNA annealing protein (CDS_0034)
18 | 20 | 23 24 25 26 27 28 29 30 31 32 33 exonuclease (CDS_0035)
I S NN N I
TemPhD_cluster_60135: 14,124-32,681 (+)

UmuD-like protein (CDS_0028) Kil protein for bacterial septation inhibition (CDS_0036)
22 23 24 25 26 27 29 30 35
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IMGVR_UViG_2541047941_000003|2541047941|2541179484|21038-68508: 14,124-31,853 (+)
22 23 24 25 2627

IMGVR_UViG_2541047828 _000009|2541047828]2541174290|21038-64899: 14,124-30,521 (+)
tail fiber assembly protein (CDS_0023)
virion structural protein (CDS_0022) T tail collar fiber protein (CDS_0025)
tail fiber assembly (CDS_0024)

IMGVR_UViG_2703718828_000007|2703718828|2703742248(38979-81699: 14,502-27,394 (+)
23
tail fiber protein (CDS_0022) T24

TemPhD_cluster_32428:14,502-26,690 (+)

short tail fiber protein (CDS_0022)
23
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|

IMGVR_UViG_2563366840_000010|2563366840|2563393094(21510-67209: 14,502-27,362 (+)
tail fiber assembly protein (CDS_0023)
virion structural protein (CDS_0022) T tail collar fiber protein (CDS_0025)
tail fiber assembly (C55_0024)

TemPhD_cluster_32091: 14,502-27,724 (+)
tail fiber assembly (CDS_0024)
virion structural protein (CDS_0022) 23 tail collar fiber protein (CDS_0025)
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5 228 (+)

tail collar fiber protein (CDS_0025)
tail fiber assembly (C5$_0024)
short tail fiber protein (CDS_0022) 23 \ 26

IMGVR_UViG_2563366948_000003|2563366948]2563398484(39535-83731: 14,502-27,722 (+)

tail fiber assembly protein (CDS_0023)
virion structural protein (CDS_0022) 24 25 26
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3 (+)

tail fiber assembly protein (CDS_0024)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) \ DNA invertase (CDS_0025)
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tail fiber assembly protein (CDS_0024)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) \ 25 DNA invertase (CDS_0026)

uvig_136063:14,433-27,432 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25 DNA invertase (CDS_0026)

TemPhD_cluster_48624: 14,502-27,724 (+)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) 24 25 26

IMGVR_UViG_2877973648_000004(2877973648|2877973648|2853015-2897584: 14,433-26,814 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly (Cbs_0023)
tail fiber protein (CDS_0022) | 25

IMGVR_UViG_638341087_000022|638341087|638358749|45537-88858: 14,502-27,395 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly protein (CDS_0023)
tail fiber protein (CDS_0022) —r \ DNA invertase (CDS_0025) HNH endonuclease (CDS_0030)

uvig 428169:14,502-28,504 (+)
tail fiber assembly protein (CDS_0024)
virion structural protein (CDS_0022) 23 tail collar protein (CDS_0025)

IMGVR_UViG_2703718834_000012|2703718834/2703742756|132921-175602: 14,502-27,355 (+)
tail fiber protein (CDS_0022) 23 24

IMGVR _UViG_3300029508 _000005|3300029508|Ga0244830_100476: 14,502-27,619 (+)
tail fiber protein (CDS_0022)

| 5 NN 5000 A
uvig_303678:14,502-23,710 (+)
excisionase (CDS_0023)
227] 24 27
N S E— e —————___ | ]

I
IMGVR_UViG_2778261056_000006|2778261056|2778274491|17075-59445: 14,502-24,647 (+)
tail collar protein (CDS_0022) tail fiber assembly (CDS_0023)

uvig_168476:14,433-25,961 (+)
tail fiber assembly (CDS_0023)
DNA invertase (CDS_0026) 29
tail fiber protein (CDS_0022) \ 24 25 28T 30 RecT-like ssDNA annealing protein (CDS_0031)
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OTU_1237:14,502-28,498 (+)
tail fiber assembly protein (CDS_0024)
tail fiber assembly (CDS_0023)
tail fiber protein (CDS_0022) \ 25 DNAinvertase (CDS_0026)

TemPhD_cluster_48674_: 14,433-28,159 (+)
tail fiber assembly protein (CDS_0023)
tail collar protein (CDS_0025)
tail fiber assembly (CDS_0024)
22 | transposase (CDS_0026) 27

uvig 58511:14,433-25,747 (+)

7000 nt i
DNA, RNA and nucleotide metabolism head and packaging integration and excision other tail unknown function
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