Kil protein for bacterial septation inhibition (CDS_0031) ClI-like transcriptional activator (CDS_0038)
transcriptional repressor (CDS_0037)

RecT-like ssDNA annealing protein (CDS_0028) HicB-like antitoxin (CDS_0034) " Teplication initiation O-like (CDS_0040)
27 exonuclease VII (CDS_0029) 30 32 33 toxin(CDS_0035)36 | | 39 41
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TemPhD_cluster_32428:22,451-32,212 (+)

transcriptional repressor (CDS_0037)
HicB-like antitoxin (CDS_0034)
32 33 toxin(CDS_0035)36 _Cll-like transcriptional activator (CDS_0038)
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IMGVR UViG_2609459819_000001|2609459819|2609498137:22,215- 32 051( )
CllI-like transcriptional activator (CDS_0041)
transcriptional repressor (CDS_0040)
HicB-like antitoxin (CDS_0037)
toxin (CDS_0038) RecA filament binding protein Dinl (CDS_0047)
35 36 39 45 46 48
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TemPhD_cluster_25609:23,307-34,609 (+)

CllI-like transcriptional activator (CDS_0040)

HicB-like antitoxin (CDS_0035) Ren-like exclusion protein (CDS_0043)

26 exonuclease VII (CDS_0029) 30 33 34 toxin(CDS_0036)37 38 39 44 45

TemPhD_cluster_40988:21,523-34,618 (+)
HicB-like antitoxin (CDS_0034)
33 toxin (CDS_0035)36 37 CllI-like transcriptional activator (CDS_0038)
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TemPhD_cluster_48624:21,463-33,117 (+)

HicB-like antitoxin (CDS_0034)
33 toxin (CDS_0035)36 37 38 Cll-like transcriptional activator (CDS_0039)
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IMGVR_UViG_2563366948 _000003|2563366948|2563398484|39535-83731:21,140-33,527 (+)
baseplate wedge subunit (CDS_0021) transcriptional repressor (CDS_0032)
tail fiber protein (CDS_0022) HicB-like antitoxin (CDS_0028)
baseplate protein 27 toxin(CDS_0029)30 31 CllI-like transcriptional activator (CDS_0033)

Iy

N

!
{.
g
]

uvig_303678:17,743-29,515 (+)
HicB-like antitoxin (CDS_0034)
33 toxin (CDS_0035) 37 38 Cll-like transcriptional activator (CDS_0039)
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IMGVR_UViG_2563366800_000007|2563366800|2563390782|338054-381050: 22,593-33,213 (+)
37 38 39 40 41 Cll-like transcriptional activator (CDS_0042)

IMGVR_UViG_2541047941_000003|2541047941|2541179484(21038-68508: 25,111-37,207 (+)
transcriptional repressor (CDS_0037)

HNH endonuclease (CDS_0030) 33 34 35 36 TCII—Iike transcriptional activator (CDS_0038)
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uvig_428169:21,261-33,557 (+)
37 38 39
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Cll-like transcriptional activator (CDS_0040)
35 36 37 38 39 44

IMGVR_UViG_2617270953_000007|2617270953|2617319884|20903-62492: 23,353-34,574 (+)

35 36 37 38 39 Cll-like transcriptional activator (CDS_0040)
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TemPhD_cluster_50176:23,236-33,869 (+)
3 37 38 39 40 ClI-like transcriptional activator (CDS_0041)
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33 34 35 36

IMGVR_UViG_2703718834_000012|2703718834|2703742756|132921-175602: 22,561-32,688 (+)
transcriptional repressor (CDS_0036)
31 32 33 34 35 | Cll-liketranscriptional activator (CDS_0037)
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uvig_58511:22,625-31,101 (+)
28 29 30 RecT-like ssDNA annealing protein (CDS_0031) 35 36 37 38 39 40 CllI-like transcriptional activator (CDS_0041)

OTU_1237:21,252-33,968 (+)

transcriptional repressor (CDS_0039)
35 36 37 38 CllI-like transcriptional activator (CDS_0040)
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TemPhD_cluster 48674 :21,394-33,740 (+)

30 31 32 33 34 35 Cll-like transcriptional activator (CDS_0036)
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IMGVR_UViG_2778261056_000006|2778261056|2778274491(17075-59445: 19,241-30,107 (+)
32 33 34 35 Cll-like transcriptional activator (CDS_0036)
I s | S S .
IMGVR_UViG_2563366840_000010|2563366840|2563393094(|21510-67209:22,568-33 947( )
35 36 37

IMGVR _UViG_2541047828 000009|2541047828|2541174290|21038-64899:25,886-36,220 (+)
35 36 37 38 Cll-like transcriptional activator (CDS_0039)

\MGVR UViG_2925939204 OOOOO7|2925939204\2925939204|3227108 -3267092:23,244-33, 276( )
31 32 33 34
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36 37 Cll-like transcriptional activator (CDS_0038)

IMGVR_UVIG _ 2877973648 _000004(2877973648|2877973648|2853015-2897584: 21,071-33 284( )
CllI-like transcriptional activator (CDS_0040)
DNA binding protein (CDS_0043)
HNH endonuclease (CDS_0045)
3 37 38 39 42 46 47
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IMGVR_UViG_2617271044_000003|2617271044|2617330730[166715-208249:23,353-34,424 (+)
5000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover other tail transcription regulation unknown function
I —_—




