anti-termination protein Q-like (CDS_0048)

HNH endonuclease (CDS_0050) FS_HP_SDH_sah_ SDH_sah (CDS_0055) minor tail protein (CDS_0060)
tRNA-Asn(GTT) Rz-like spanin (CDS_0053) endolysin (CDS_0057)
42 43 44 45 46 47 49 | 51 52 54 holin (CDS_0056) 58 59 61 62

- — ——— S EE— . E—— —
IMGVR_UViG_2563366840_000010|2563366840|2563393094(21510-67209: 34,345-45,699 (+)

holin (CDS_0055)
47 52 54 56 57 58

| [ I S E— I
TemPhD_cluster_60135: 38,057-44,935 (+)

anti-termination protein Q-like (CDS_0058)

57
56 59 60 endolysin (CDS_0062) 66

] -_— I I I B B
TemPhD_cluster_48674_:36,848-44,279 (+)

anti-termination protein Q-like (CDS_0056)

55
54] 57 58

—_— -_— I I I S — I
TemPhD_cluster_29242:37,334-44.764 (+)

RM_Type_lI_Type_ll_MTases_FAM_36 (CDS_0058)
anti-termination protein Q-like (CDS_0055) holin (CDS_0059)
56 57 60

[ | — I I S B B
uvig 58511:35,307-43,985 (+)
FS_HP_SDH_sah__SDH_sah (CDS_0054)

Rz-like spanin (CDS_0058)

anti-termination protein Q-like (CDS_0052) holin (CDS_0056)
HNH endonuclease (CDS_0049) endolysin (CDS_0057) head-tail adaptor Ad1 (CDS_0002)
50 53 holin (CDS_0055) \ 59 60 62 terminase large subunit (CDS_0001) portal protein (CDS_0003)

] - I P
TemPhD_cluster_32091: 34,033-43,043 (+); 1-4,039 (+)
FS_HP_SDH_sah_ SDH_sah (CDS_0054)
Rz-like spanin (CDS_0058)
holin (CDS_0056)
52 53 55 | 57 59 60

| - S | e —— | —
IMGVR_UViG_2563366800_000007|2563366800|2563390782|338054-381050: 33,987-42,996 (+)

FS_HP_SDH_sah_ SDH_sah (CDS_0061)
Rz-like spanin (CDS_0065)
holin (CDS_0063)

anti-termination protein Q-like (CDS_0059) endplysin (CDS_0064)
60 holin (CDS_0062) ‘ 66 67

_— L N N S — |} I D D |
OTU_1237:38,174-46,648 (+)
FS_HP_SDH_sah_ SDH_sah (CDS_0047)
Rz-like spanin (CDS_0051)
holin (CDS_0049)
anti-termination protein Q-like (CDS_0045) endolysin (CDS_0050)
46 holin (CDS_0048) | 52 53

I
+

[ | -_— | S N — _— N R
uvig 295443:27,380-35,437 (+)
Rz-like spanin (CDS_0055)
holin (CDS_0053)
anti-termination protein Q-like (CDS_0050) endolysin (CDS_0054)
51  holin (CDS_0052) 56 57

;
|

| - | — —_— L | ] e
TemPhD_cluster_32428:32,600-41,279 (+); 1-4,039 (+)

5000 nt {
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