
MGV-GENOME-0078854: 49-5,746 (+)

1 2 3 4 5 6 7 8 9 10

SRS144506_a1_ct173237_vs1: 8,265-14,238 (-)

15161718

uvig_23184: 2-4,859 (+)

1 2

MGV-GENOME-0076347: 8,268-13,480 (-)

15161718

MGV-GENOME-0079375: 212-5,729 (+)

1 2 3

MGV-GENOME-0079663: 8,078-13,743 (-)

16DNA methyltransferase (CDS_0017)

MGV-GENOME-0077291: 121-5,769 (+)

DNA methyltransferase (CDS_0001) 2

uvig_183547: 8,195-13,860 (-)

16DNA methyltransferase (CDS_0017)

MGV-GENOME-0075782: 8,051-13,398 (-)

151617

uvig_211258: 8,051-13,398 (-)

151617

MGV-GENOME-0083186: 193-6,114 (+)

1 2 3 4 5

MGV-GENOME-0079713: 241-5,903 (+)

1 2 3 4 5

SRS011529_a1_ct143878_vs1: 8,308-12,603 (-)

14161718

uvig_541985: 8,249-13,219 (-)

141516

SRS044535_a1_ct25147_vs01: 262-5,574 (+)

1 2 3 4

MGV-GENOME-0084718: 2,155-7,576 (+)

6 9 12

MGV-GENOME-0085433: 2,158-7,579 (+)

6

MGV-GENOME-0089922: 2,968-8,084 (+)

7

uvig_305218: 7,934-11,861 (-)

14

MGV-GENOME-0077047: 228-5,477 (+)

1 2 3 4 6

uvig_268617: 906-6,231 (+)

4

MGV-GENOME-0083987: 5,526-12,127 (-)

71113

MGV-GENOME-0083696: 285-6,267 (+)

1 2 3 4 5 6 8

uvig_222190: 7,776-13,758 (-)

151617181920

uvig_236869: 223-6,472 (+)

1 2 3 4 5 6 7 8

SAMN00792060_a1_ct54695_vs1: 189-6,240 (+)

1 2 3 4 5 6

uvig_294606: 123-6,140 (+)

1 2 3 4 5

MGV-GENOME-0083949: 8,138-14,322 (-)

151617181920

uvig_239168: 8,064-14,371 (-)

1315161718192021

uvig_240824: 8,089-14,368 (-)

1315161718192021

SAMN00792091_a1_ct12981_vs1: 189-5,368 (+)

1 2 3 4 5

uvig_308977: 178-5,734 (+)

1 2 3 4

uvig_401368: 203-4,685 (+)

1 2 3 4

uvig_329264: 229-5,236 (+)

1 2 3 4

MGV-GENOME-0084951: 8,102-14,413 (-)

151617181920

MGV-GENOME-0084948: 8,102-14,236 (-)

1516171819

MGV-GENOME-0083766: 8,079-14,077 (-)

1516171819

MGV-GENOME-0076891: 121-5,607 (+)

1 2 3 4

uvig_248804: 8,114-13,614 (-)

151617

uvig_241227: 165-5,642 (+)

1 2 3

SAMN00791932_a1_ct43466_vs1: 8,175-13,797 (-)

15161718

MGV-GENOME-0080698: 8,052-13,957 (-)

15161718
DNA methyltransferase (CDS_0019)

uvig_298878: 64-5,644 (+)

1 2 3 4

uvig_434588_: 282-5,952 (+)

1 2 3 4 5

MGV-GENOME-0081813: 196-5,902 (+)

1 2 3 4 5

uvig_312790: 8,178-13,973 (-)

151617181920

uvig_198497: 155-5,906 (+)

1 2 3 4 5

MGV-GENOME-0082115: 8,198-13,949 (-)

1516171819

uvig_311786: 202-6,373 (+)

1 2 3 4 5 6

uvig_243665: 8,275-13,979 (-)

1516171819

MGV-GENOME-0080305: 242-5,810 (+)

1 2 3

MGV-GENOME-0079891: 144-5,764 (+)

1 2 3 4

uvig_544682: 8,173-13,706 (-)

1415161718

MGV-GENOME-0082578: 228-5,468 (+)

1 2 3 4

uvig_313660: 1-5,591 (+)

1 2 3 4 5 7

MGV-GENOME-0084620: 1-6,415 (+)

1 DNA methyltransferase (CDS_0002) 3 4 5

uvig_228632: 1-5,502 (+)

1 2 3 4 5 6

uvig_469748: 8,009-15,032 (-)

151617181920
FbpABC (VF0272) (CDS_0021)

MGV-GENOME-0083663: 8,100-14,075 (-)

151617181920

MGV-GENOME-0081732: 228-5,938 (+)

1 2 3 4

MGV-GENOME-0077477: 8,101-13,564 (-)

151617

uvig_43260: 8,002-13,105 (-)

1516

uvig_552524: 1-5,827 (+)

1 2 3 4 5 6

uvig_6656: 2-5,417 (+)

1 2 3

uvig_290266: 178-6,317 (+)

1 2 3 4 5 6

uvig_255610: 228-5,282 (+)

1 2 3 4 5

MGV-GENOME-0078988: 8,300-13,689 (-)

1516
DNA methyltransferase (CDS_0017)

MGV-GENOME-4302114: 8,048-14,052 (-)

151617181920

uvig_128402: 8,164-13,696 (-)

1415161718
DNA methyltransferase (CDS_0019)

uvig_252206: 226-5,898 (+)

1 2 3 4 5

uvig_311121: 220-6,547 (+)

1 2 3 4 5 6 7

MGV-GENOME-0079467: 121-5,821 (+)

1 2 3 5

MGV-GENOME-0079550: 8,113-13,822 (-)

151617

uvig_25270: 208-5,574 (+)

1 2 3 5

uvig_83359: 8,101-13,560 (-)

1516171819

MGV-GENOME-0083925: 8,247-14,119 (-)

1516171819

MGV-GENOME-0082156: 8,269-13,973 (-)

13151617181920

MGV-GENOME-0084530: 8,204-14,155 (-)

1516171819

MGV-GENOME-0079269: 8,046-13,724 (-)

15161718

SAMN10290182_a1_ct13841_vs1: 191-5,818 (+)

1 2 3 4 5

uvig_131043: 7,928-14,039 (-)

151617181920

MGV-GENOME-0082646: 223-6,007 (+)

1 2 3 4 5 6

MGV-GENOME-0084124: 101-6,151 (+)

1 2 3 4 5 6

MGV-GENOME-0085614: 8,116-14,247 (-)

151617181920

uvig_141961: 8,241-13,811 (-)

151617181920

SAMEA2737682_a1_ct31944_vs1: 228-6,311 (+)

1 2 3 4 5 6

uvig_244681: 1-5,708 (+)

1 2 3 4 5

uvig_124796: 8,527-13,455 (-)

16171819

SAMEA2737720_a1_ct40535_vs1: 40-4,968 (+)

1 2 3 4

uvig_308025: 230-5,960 (+)

1 2 3 4 5 6

MGV-GENOME-0080623: 155-6,012 (+)

1 2 3 4 5

MGV-GENOME-0079434: 120-5,821 (+)

1 2 3 4 5

uvig_207309: 8,168-14,439 (-)

16171819

uvig_256348: 233-5,978 (+)

DNA methyltransferase (CDS_0001)
2 3 4

MGV-GENOME-0082056: 8,118-13,948 (-)

1617181920

IMGVR_UViG_3300006499_000130|3300006499|Ga0100371_101933: 8,193-12,824 (-)

151617

IMGVR_UViG_7000000045_000159|7000000045|SRS013687_Baylor_scaffold_54552: 11,607-12,208 (+); 1-4,728 (+)

1 2 3 516

MGV-GENOME-0075833: 8,193-13,361 (-)

15161718

MGV-GENOME-4296809: 8,198-13,844 (-)

1415161718

MGV-GENOME-0083129: 101-6,070 (+)

phosphoadenosine phosphosulfate reductase (CDS_0001)
2 3 4 5

MGV-GENOME-0080535: 155-5,824 (+)

1 2 3 4

uvig_305459: 5,405-11,937 (-)

81314

MGV-GENOME-0080665: 7,989-13,928 (-)

1516171819

MGV-GENOME-0080879: 199-5,807 (+)

1 2 3 4

uvig_571238: 155-5,356 (+)

1 2 3 4 5

uvig_62808: 8,036-13,761 (-)

151617181920

Rampelli_HCO_72_NODE_326_length_13950_cov_7.232818: 8,104-13,742 (-)

15161718

MGV-GENOME-0080202: 8,133-13,765 (-)

15161718

MGV-GENOME-0076184: 8,204-13,423 (-)

14151617

MGV-GENOME-0086572: 3-6,555 (+)

DNA methyltransferase (CDS_0001) 2 3 4 5 6

uvig_147257: 3-6,555 (+)

DNA methyltransferase (CDS_0001) 2 3 4 5 6

MGV-GENOME-0078655: 74-5,822 (+)

1 2 3 4 5

MGV-GENOME-0079656: 155-5,711 (+)

1 2 3 4

MGV-GENOME-0082674: 209-6,117 (+)

1 2 3 4

MGV-GENOME-0079160: 210-5,750 (+)

DNA methyltransferase (CDS_0001)
2 3 4 6

uvig_299436: 125-4,852 (+)

1 2 3

uvig_554314: 8,011-13,723 (-)

15161718

MGV-GENOME-0076746: 8,109-13,621 (-)

151617

MGV-GENOME-0080657: 8,021-13,828 (-)

161718
DNA methyltransferase (CDS_0019)

uvig_205293: 8,134-13,731 (-)

151617

MGV-GENOME-0078459: 124-5,715 (+)

1 2 3

MGV-GENOME-0080985: 8,157-14,060 (-)

15161718

uvig_4587_: 8,111-13,918 (-)

15161718

2000 nt

moron, auxiliary metabolic gene and host takeover other unknown function virulence (VFDB)


