
IMGVR_UViG_3300014552_000177|3300014552|Ga0134450_100027|129302-249731: 4,351-22,193 (+)
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IMGVR_UViG_3300045988_130127|3300045988|Ga0495776_140675|1-105023: 4,351-21,565 (+)
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uvig_492908: 4,353-21,582 (+)
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ParA-like partition protein (CDS_0022)
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uvig_433426: 4,351-35,451 (+)
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tRNA-Asp(GTC)

cyanobacterial phosphoribosylglycinamide formyltransferase (CDS_0029)
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Lysine synthesis (VF0815) (CDS_0036)
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uvig_533430: 4,351-22,003 (+)
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IMGVR_UViG_3300045988_134380|3300045988|Ga0495776_034683: 4,351-11,103 (+)
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uvig_377336: 4,351-15,354 (+)
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DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) virulence (VFDB) tRNA


