
IMGVR_UViG_3300045988_098464|3300045988|Ga0495776_010612: 84,457-91,844 (+); 1-867 (+)

DS-15__DS-15A (CDS_0001)102 103 104 105 106 107 108 109 110
Control_protein_00008 control (CDS_0111)

112 113 114 115 116 LigA (VF1220) (CDS_0117)

MGV-GENOME-0337338: 56,108-63,129 (+)
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MGV-GENOME-0353748: 74,951-82,253 (+)
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Ma_2019_SRR413645_NODE_53_length_91165_cov_18.139227: 85,266-90,818 (+)

105 107 108 109 110

MGV-GENOME-0345914: 64,332-71,477 (+)
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