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MGV-GENOME-0276627:10,565-23,446 (+)
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MGV-GENOME-4423622:10,556-26,273 (+)
baseplate protein (CDS_0025)

15 16 17 18 19 20 21 23 24 virion structural protein (CDS_0026)

N
N

—— E——
MGV-GENOME-0304097:10,556-26,273 (+)
15 16 17

=
©

" S —— R —
MGV-GENOME-0255728:10,565-18,615 (+)
15 16

e e -
MGV-GENOME-0269728:10,569-15,767 (+)

15 16

MGV-GENOME-0251446:10,563-15,614 (+)
1516 17 18

[y
el

I I — R —
MGV-GENOME-0257430: 10,565-18,624 (+)
115 16 17 18 19

N
o

23 2425 26  transcriptional regulator (CDS_0027)

N S —
MGV-GENOME-0289107:10,565-20,971 (+)
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