
IMGVR_UViG_2728369599_000014|2728369599|2728461137|381-38278: 18,110-24,564 (+)

21
holin (CDS_0022)

23

Rz-like spanin (CDS_0024)

25 26 27 28 29 30
31

32 33 34

IMGVR_UViG_2554235348_000002|2554235348|2554308881|1233355-1268680: 18,106-21,993 (+)

25 26

IMGVR_UViG_2660238659_000016|2660238659|2660331926|25593-64414: 18,405-25,489 (+)

25 26 27 29

IMGVR_UViG_2663763533_000007|2663763533|2663869099|1-39440: 18,405-26,107 (+)

poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0026)
27

IMGVR_UViG_2724679149_000009|2724679149|2724712997|42325-92430: 18,405-36,773 (+)

26 27 28 29
minor tail protein (CDS_0030)

tail fiber protein (CDS_0031) 32 33 34
poly_MCR3_broad-NCBIFAM MCR-3-related phosphoethanolamine--lipid A transferase (NF033409.0) (CDS_0035)

36

IMGVR_UViG_2568526620_000004|2568526620|2568583397: 19,164-35,128 (+)

endolysin 27 29 30 31 32 33 34 35 36 37
FS_HsdR_like__DUF6731 (CDS_0038)

39 40 41 42
site-specific recombination directionality factor RDF (CDS_0043)

44 45

IMGVR_UViG_2880084159_000003|2880084159|2880084193: 19,164-30,309 (+)

29 30 31 32 33
site-specific recombination directionality factor RDF (CDS_0034)

35 36

7000 nt

integration and excision lysis tail unknown function defence (DefenseFinder) AMR (AMRFinderPlus)


