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MGV-GENOME-0324479: 48,368-56,363 (+)
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MGV-GENOME-0341736:54,090-67,058 (+)
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MGV-GENOME-0344740: 65,443-70,581 (+)
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MGV-GENOME-0332305: 3-4,313 (-)
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DNA, RNA and nucleotide metabolism unknown function




