tRNA-Tyr(ATA)

59 60 61 62 63 65 T 66 67

o~
b
o
©
o
)
~
o
~N
Iy
~N
N

— E—— — — —— — — —— —
MGV-GENOME-0365124:81,698-89,340 (+)

32 31 30
e e e . — — = !!—!!
MGV-GENOME-0353659:8,317-16,025 (-)

71 72 73

e e S - — — — — — — — —
MGV-GENOME-0367742:83,832-92,089 (+)

61 62 63
NS SO S S gy GRS S C———— S A
IMGVR_UViG_3300045988_050033|3300045988|Ga0495776_011874:81,328-89,057 (+)

o
N
o
a
~N
iy

IMGVR_UViG_3300045988_078597|3300045988|Ga0495776_004254: 74,674-81,440 (+)
SigE (VF0295) (CDS_0058) 63

s
Wl

uvig 375892:80,569-87,932 (+)
66 67

e e e . — — — — —
MGV-GENOME-0365722:82,205-88,705 (+)

58 59
—  —  —  _ __——1] - — — — — —

MGV-GENOME-0359627:73,852-80,522 (+)

o
b

0
NE

MGV-GENOME-0362028: 78,483-85,005 (+)

o
~N

!%
!

uvig 249351:82,098-89,219 (+)

E
I]

MGV-GENOME-4434262:83,627-90,471 (+)

E
!z

uvig 22116:82,821-89,371 (+)

E

MGV-GENOME-0332588: 1,325-7,938 (-)

o
~
o
o

i

MGV-GENOME-0366403:82,546-89,505 (+)

!3

0|

-
IMGVR_UViG_3300045988_052829|3300045988|Ga0495776_037552:80,360-87,552 (+)

%
zj

MGV-GENOME-0365417:80,585-87,623 (+)

68 69
c Jc e 0 T —C  —& ——c——c X d
IMGVR_UViG_3300007804_000003|3300007804|Ga0105665_100100: 79,208-86,912 (+)
65 67 68
e ——— — ! ﬂ!—gs
IMGVR_UViG_3300045988_055108|3300045988|Ga0495776_000505: 80,820-87,013 (+)

66 68 69 71

uvig 557690:82,248-88,989 (+)

v
N
w1
N

i

OTU_379:59,968-66,391 (+)

o
w

- I N
IMGVR_UViG_3300045988_042606|3300045988|Ga0495776_056990: 79,554-85,622 (+)
70 71

MGV-GENOME-0366193:83,486-89,686 (+)

o
<]

é

E ! . E— — — — —
uvig 466868:80,896-87,935 (+)
67
e - — — — — — N —
MGV-GENOME-0364510:80,951-87,019 (+)
58
C__J

2

- I
IMGVR_UViG_3300045988_051409|3300045988|Ga0495776_116419:73,893-79,745 (+)
66 67 69

uvig_877255:82,357-88,858 (+)
67 68

IMGVR_UViG_3300045988_052408|3300045988|Ga0495776_056755:80,985-87,373 (+)
74

(SRR O S o o S (A
MGV-GENOME-0366143:81,956-88,192 (+)

63 64
(SR O S S G —— C I —cc— X d
IMGVR_UViG_3300045988_037086|3300045988|Ga0495776_012291:81,458-87,533 (+)

63 64

T ——— - — — — — ———
MGV-GENOME-0364919:81,613-88,232 (+)

40
NS S O S G Oy O (X A

MGV-GENOME-0314466:34,406-41,079 (+)

o
w

MGV-GENOME-0363772:79,894-86,121 (+)

o
w

uvig_235078:80,958-86,845 (+)

66
(S O GO O O e NS e U U ) G
uvig_252433:83,408-89,199 (+)
71 72
(S S S S - a—a S— X
MGV-GENOME-0367073:83,911-90,437 (+)
71
e e - I I I N N S
IMGVR_UViG_3300045988_077561|3300045988|Ga0495776_000054: 80,898-87,141 (+)
65 66
CJoic 1 L —C  —C & (& d
IMGVR_UViG_3300045988_026815[3300045988|Ga0495776_114910:78,129-84,855 (+)
66
oI IC S ——C ] (X
MGV-GENOME-0366190:83,149-89,663 (+)
70
(SR S S S O, s— X d

MGV-GENOME-0366432:82,319-88,660 (+)
74

MGV-GENOME-0366980:83,832-90,274 (+)

o
~N

endonuclease (CDS_0068)

S —— - I I I I R . 1 1 ]
uvig_243575:80,047-87,287 (+)
endonuclease (CDS_0068)

67 69
e —— - N E— I I . 1 1 ]
IMGVR_UViG_3300045988_047011|3300045988|Ga0495776_000458:79,727-86,738 (+)

63 64

1 - — I I S L[| | ]
MGV-GENOME-0363332:79,875-86,422 (+)

67 68 72
K I C—c &1 S o — K A
MGV-GENOME-0366336:82,253-89,023 (+)

70 71

MGV-GENOME-0364976:81,323-87,534 (+)

MGV-GENOME-0368171:86,356-92,745 (+)

55
E

S ——
uvig_75243:84,123-90,531 (+)

uvig 291100:81,845-88,494 (+)

uvig_402624:14,950-21,380 (+)

70

uvig 271894:80,798-86,996 (+)
endonuclease (CDS_0046) 47

e S —— I I B 1 |
MGV-GENOME-0336577:44,468-50,716 (+)

49 endonuclease (CDS_0050) 51
| ——— - I — I I R L1}
MGV-GENOME-0339830:47,327-54,616 (+)

65 66 67

MGV-GENOME-0365071:80,786-88,339 (+)

endonuclease (CDS_0039)
38

N
o

MGV-GENOME-0323756:38,161-45,640 (+)
endonuclease (CDS_0035) 36

SRS015782_al_ct45858_vs1:32,812-40,166 (+)
endonuclease (CDS_0039) 40

| - A I I R 1| | 1|
uvig 470695: 34,339-41,318 (+)

47 endonuclease (CDS_0048) 49
e — I — I I R

-
MGV-GENOME-0322221:37,645-44,565 (+)
endonuclease (CDS_0070) 71

=
uvig 238442:83,704-90,992 (+)

endonuclease (CDS_0070) 71

uvig_310613:84,227-90,880 (+)
endonuclease (CDS_0071)

- — — — — — —
IMGVR_UViG_3300045988_083636|3300045988|Ga0495776_000662:79,619-86,286 (+)

65 Srd anti-sigma factor (CDS_0066)

MGV-GENOME-0365298:80,455-87,228 (+)

o
v
o~
o
o
~N

MGV-GENOME-0366961:83,402-90,649 (+)
65 endonuclease (CDS_0066) 67

i

- —— — — — — —
IMGVR_UViG_3300045988_055446|3300045988|Ga0495776_012149:81,840-89,386 (+)

68 endonuclease (CDS_0069) 70

%

SAMNO5826778_a1_ct906:83,419-90,878 (+)
67 endonuclease (CDS_0068) 69

%

uvig_171018:82,483-90,274 (+)
endonuclease (CDS_0070)

69 71
e — —— - R —— I I I I S
IMGVR_UViG_3300045988 048486|3300045988|Ga0495776 092417:82,736-90,263 (+)

66 Srd anti-sigma factor (CDS_0067)

MGV-GENOME-0366853:82,880-90,116 (+)

o - I I I B . —————1 ] — — ]
MGV-GENOME-0318589:44,359-51,120 (+)

62 63
MGV-GENOME-0364951:80,666-88,207 (+)

42 endonuclease (CDS_0043)
uvig 295240: 33,375-40,672 (+)

71 72

S e ] I I I S L 1 1 ]

IMGVR_UViG_3300029678_000001|3300029678|Ga0245195_100246:80,898-87,531 (+)

e

E

uvig_209629:80,898-87,141 (+)

o
o
~N
o

E

~
‘ o

uvig 102201:81,231-88,054 (+)
69

i

' o
oo

IMGVR_UViG_3300014709_000001|3300014709|Ga0134424_100034:81,222-87,708 (+)

o
w

%

!%

MGV-GENOME-0358772:71,001-77,496 (+)

.!

e .
MGV-GENOME-0355551:68,391-75,194 (+)

72 73

5

IMGVR_UViG_3300045988_066334|3300045988|Ga0495776_075945:79,720-86,531 (+)

J -

%ﬁ

uvig_251239:81,636-87,527 (+)

o
b

E . ——
IMGVR_UViG_3300045988_048620|3300045988|Ga0495776_143094:80,056-86,487 (+)

I ——— D ] —— . — — ——
MGV-GENOME-0355907: 1,083-7,514 (-)
69
e — o — o C— &
OTU_167:80,578-86,990 (+)
70
e —— i — & & - &

uvig 561095:81,126-87,819 (+)

uvig 279988:80,776-87,054 (+)

Ies
I &

I ———
uvig 473870:55,460-61,577 (+)

I —— - —
MGV-GENOME-0321164: 37,684-43,631 (+)

;
!

!%

uvig 249202:1,469-8,098 (-)

MGV-GENOME-0352152: 63,085-69,607 (+)

E— — — E—— ———
uvig_187798:54,315-60,475 (+)
66
I — — ———— — — —— ——
IMGVR_UViG_3300045988_039452|3300045988|Ga0495776_011871:81,427-87,694 (+)
68
CXC ’ —CCc—ad
N
I —— —— —— E— — — —

MGV-GENOME-0365438:83,377-89,366 (+)

 [a]
I8
;

o
wn

MGV-GENOME-0364788:80,595-87,845 (+)

o
w

I I ey
IMGVR_UViG_3300045988_077358|3300045988|Ga0495776_037690:81,439-87,820 (+)

uvig_283321:74,694-81,345 (+)

T E— - — E—— — — — — E— E—
MGV-GENOME-0360314: 74,694-81,345 (+)
60 61

e (& @& @ a — @A
MGV-GENOME-0359301:72,644-78,962 (+)

67 68 69
C_JC ] & — o A
IMGVR_UViG_3300045988_037138|3300045988|Ga0495776_076057:79,208-86,420 (+)

49 50 il
- —— —— —— . . — — — — — — —
MGV-GENOME-0345711:53,764-60,988 (+)

71

I S N S— - — = !Q!
IMGVR_UViG_3300045988_066314[3300045988|Ga0495776_012004:81,659-88,944 (+)

67 68
MGV-GENOME-0365099:81,688-88,397 (+)

28 29

uvig_24946:21,864-29,111 (+)

%3
;a

4 3
MGV-GENOME-0321786: 38,484-45,362 (+)
16
e e - — = — — —
MGV-GENOME-0349720: 3,391-9,680 (-)
67
71 /[
C 1 /T—( | ] C KKCH——C ]
e e e e — - — — — —
IMGVR_UViG_3300045988_031646|3300045988|Ga0495776_057039:79,808-85,939 (+)
7 endonuclease (CDS_0006)
——  — & ] - — — = ==—=
MGV-GENOME-0331539:75-7,714 (-)
17
I S E—  — S - ! = !!
MGV-GENOME-0336667:4,682-11,011 (-)
71
] T CKH——CC
- —_] - — — — — —
IMGVR_UViG_3300045988_056964|3300045988|Ga0495776_112094:83,942-91,108 (+)
60
{ T —C i C—C
o] N
IMGVR_UViG_3300006476_000006|3300006476|Ga0100233_100175:80,014-87,027 (+)
68
S S — M
MGV-GENOME-0364147:79,672-87,247 (+)
66 67
| T o E—C
I S R E— —— — — — — —
uvig 337418:79,355-86,561 (+)
42

| 0 - — I I I
MGV-GENOME-0346535:56,449-63,548 (+)

44

{ CKE—CC @

I 1 — e . I = N S I
MGV-GENOME-0344694:56,387-63,785 (+)

63
s A — —— - = I R I

IMGVR_UViG_3300045988_048608|3300045988|Ga0495776_143207:79,647-87,060 (+)

39
J o +—CCH———C
e e —— - — — — —
uvig_86821:36,163-42,574 (+)
63
e /
K 1 o KkH——C
e I B —— - — —— —— —

uvig 241469:80,820-88,026 (+)

3000 nt i
DNA, RNA and nucleotide metabolism moron, auxiliary metabolic gene and host takeover unknown function virulence (VFDB) tRNA tmRNA pseudogene
I




