
uvig_513330: 24,307-40,550 (+)

23 24 2526 27 28

virion structural protein (CDS_0029)

30

HEase_00006 homing (CDS_0031)

32
virion structural protein (CDS_0033)

34

IMGVR_UViG_3300045988_039388|3300045988|Ga0495776_037644: 22,768-40,550 (+)

20 21 22 28 HEase_00006 homing (CDS_0031)

MGV-GENOME-0341877: 448-11,314 (+)

3 HEase_00016 homing (CDS_0004)

uvig_177775: 20,764-36,073 (+)

23
tail protein (CDS_0024)

Reverse transcriptase (CDS_0025)

28 29 homing endonuclease (CDS_0033)

IMGVR_UViG_3300045988_048608|3300045988|Ga0495776_143207: 20,764-36,932 (+)

27

IMGVR_UViG_3300045988_036062|3300045988|Ga0495776_000168: 21,842-37,314 (+)

26
27 28

IMGVR_UViG_3300045988_041042|3300045988|Ga0495776_114885: 20,750-36,837 (+)

27 28

MGV-GENOME-0361580: 21,635-37,817 (+)

27 31

MGV-GENOME-0360830: 21,866-38,941 (+)

30 31

IMGVR_UViG_3300045988_066334|3300045988|Ga0495776_075945: 19,080-34,923 (+)

27

IMGVR_UViG_3300029615_000001|3300029615|Ga0245146_100269: 20,846-37,075 (+)

27 28

uvig_209756: 20,846-39,519 (+)

27 28 virion structural protein (CDS_0033)
virion structural protein (CDS_0034)

MGV-GENOME-0364296: 19,752-38,832 (+)

27

IMGVR_UViG_3300045988_037823|3300045988|Ga0495776_143101: 19,362-37,121 (+)

25

uvig_540244: 17,741-35,332 (+)

24

MGV-GENOME-0365722: 21,634-40,169 (+)

27

MGV-GENOME-0363594: 20,655-38,177 (+)

25 29

IMGVR_UViG_3300045988_039382|3300045988|Ga0495776_000337: 20,655-38,177 (+)

29

MGV-GENOME-0364562: 22,045-37,347 (+)

29

uvig_540192: 21,894-39,384 (+)

28 HEase_00016 homing (CDS_0029)

IMGVR_UViG_3300029681_000003|3300029681|Ga0245167_100175: 21,775-38,735 (+)

28 HEase_00016 homing (CDS_0029)

OTU_160: 22,809-39,477 (+)

27 28

IMGVR_UViG_3300045988_063889|3300045988|Ga0495776_012266: 20,788-37,026 (+)

26

IMGVR_UViG_3300045988_031646|3300045988|Ga0495776_057039: 21,546-38,501 (+)

HEase_00016 homing (CDS_0027)
28

IMGVR_UViG_3300045988_054171|3300045988|Ga0495776_115054: 21,546-38,228 (+)

HEase_00016 homing (CDS_0027)
28

MGV-GENOME-0365325: 22,364-39,941 (+)

21 27
28

HEase_00016 homing (CDS_0029)

MGV-GENOME-0364951: 21,246-37,340 (+)

23 24

MGV-GENOME-0364272: 19,521-36,789 (+)

26 27 28

IMGVR_UViG_3300045988_039452|3300045988|Ga0495776_011871: 18,771-34,577 (+)

25
26

uvig_438270: 19,739-35,539 (+)

27 homing endonuclease (CDS_0031)

MGV-GENOME-0364679: 21,811-38,266 (+)

26

uvig_382016: 22,302-33,614 (+)

27

IMGVR_UViG_3300045988_039411|3300045988|Ga0495776_012105: 23,369-40,995 (+)

HEase_00016 homing (CDS_0029)

MGV-GENOME-0358184: 13,247-29,669 (+)

14 15 HEase_00016 homing (CDS_0021)

MGV-GENOME-0357883: 9,813-26,400 (+)

11 12 17

uvig_338491: 22,492-41,917 (+)

26 27 28 31

IMGVR_UViG_3300045988_048467|3300045988|Ga0495776_056983: 24,218-41,295 (+)

HEase_00016 homing (CDS_0029)

uvig_542701: 23,603-40,588 (+)

28

IMGVR_UViG_3300045988_066727|3300045988|Ga0495776_011452: 24,218-41,350 (+)

25 HEase_00016 homing (CDS_0030)

uvig_383732: 21,060-40,687 (+)

29
30

31 36

IMGVR_UViG_3300045988_048541|3300045988|Ga0495776_012312: 22,795-39,960 (+)

29 30

uvig_282709: 22,571-40,031 (+)

27 28

uvig_141146: 21,792-38,984 (+)

21 27 28

uvig_257271: 23,706-40,184 (+)

HEase_00016 homing (CDS_0030)

IMGVR_UViG_3300045988_037550|3300045988|Ga0495776_012529: 22,752-39,384 (+)

HEase_00016 homing (CDS_0029)

IMGVR_UViG_3300045988_083636|3300045988|Ga0495776_000662: 22,683-38,981 (+)

31

MGV-GENOME-0365940: 22,731-39,701 (+)

HEase_00016 homing (CDS_0027)

MGV-GENOME-0363332: 22,491-39,121 (+)

HEase_00016 homing (CDS_0026)

MGV-GENOME-0360417: 17,779-34,042 (+)

19 20 25 26 27

MGV-GENOME-0365438: 22,032-36,830 (+)

27

MGV-GENOME-0353659: 59,681-74,785 (-)

69

MGV-GENOME-0365744: 21,821-38,585 (+)

HEase_00016 homing (CDS_0027)
29 30

uvig_252433: 19,902-36,940 (+)

25 26

uvig_22116: 20,238-36,556 (+)

26 27

IMGVR_UViG_3300045988_041027|3300045988|Ga0495776_056743: 21,821-38,585 (+)

29 30

IMGVR_UViG_3300045988_077561|3300045988|Ga0495776_000054: 19,992-36,820 (+)

26 27 28

IMGVR_UViG_3300029588_000001|3300029588|Ga0245111_1000213: 22,627-39,959 (+)

26
27

28

IMGVR_UViG_3300007921_000005|3300007921|Ga0111562_100086: 22,700-38,242 (+)

27 28 29

uvig_444087_: 22,556-37,857 (+)

28 29

IMGVR_UViG_3300045988_040434|3300045988|Ga0495776_005210: 23,474-40,245 (+)

28
29 30

IMGVR_UViG_3300045988_062670|3300045988|Ga0495776_057251: 20,284-37,237 (+)

27 28

uvig_375892: 21,768-37,817 (+)

27 28

IMGVR_UViG_3300045988_033107|3300045988|Ga0495776_012345: 23,699-40,877 (+)

31 32

IMGVR_UViG_7000000188_000015|7000000188|SRS053398_LANL_scaffold_12750: 22,496-37,850 (+)

27 28

uvig_292382: 21,695-38,697 (+)

27 28 29

MGV-GENOME-0364203: 22,975-39,138 (+)

28 29 30

IMGVR_UViG_3300007362_000001|3300007362|Ga0104788_100114: 22,496-38,878 (+)

27 28 29

IMGVR_UViG_3300045988_065530|3300045988|Ga0495776_012132: 21,308-37,749 (+)

27 28

IMGVR_UViG_3300045988_055108|3300045988|Ga0495776_000505: 20,912-37,717 (+)

27 28

uvig_243194: 19,677-35,429 (+)

26 27

uvig_80918: 26,129-36,921 (+)

2627

IMGVR_UViG_3300045988_059889|3300045988|Ga0495776_011461: 21,474-37,481 (+)

2829 30

uvig_481072: 21,474-37,481 (+)

2829 30

IMGVR_UViG_3300045988_051527|3300045988|Ga0495776_056942: 20,125-35,907 (+)

25 26

IMGVR_UViG_3300007804_000003|3300007804|Ga0105665_100100: 22,697-39,093 (+)

29 30

MGV-GENOME-0355551: 12,331-25,839 (+)

19 20

IMGVR_UViG_3300045988_065533|3300045988|Ga0495776_012433: 20,561-36,821 (+)

27
28

29

OTU_167: 19,101-36,432 (+)

25
26

27

IMGVR_UViG_3300045988_032536|3300045988|Ga0495776_011595: 21,464-38,008 (+)

27 28

IMGVR_UViG_3300045988_034409|3300045988|Ga0495776_000091: 20,528-35,789 (+)

27 28

MGV-GENOME-0343559: 27,267-34,545 (+)

29 30 virion structural protein

MGV-GENOME-0367578: 27,426-38,880 (+)

25 26

MGV-GENOME-0337089: 27,084-34,999 (+)

30

OTU_107: 25,830-33,709 (+)

HEase_00016 homing (CDS_0025)
28

MGV-GENOME-0364389: 26,703-39,132 (+)

27 29 30

uvig_43087: 27,426-38,851 (+)

25 26

MGV-GENOME-0363669: 26,703-38,220 (+)

27 28 29

uvig_39975: 26,703-39,132 (+)

27 29 30

IMGVR_UViG_3300000286_000005|3300000286|EM268_1001047: 19,239-36,346 (+)

21 27 28

MGV-GENOME-0362208: 19,133-36,041 (+)

26 27

IMGVR_UViG_3300045988_049995|3300045988|Ga0495776_143028: 21,294-38,943 (+)

30 31

uvig_87717: 19,517-36,505 (+)

25 26

uvig_302552: 24,211-36,952 (+)

29 HEase_00016 homing (CDS_0031)

IMGVR_UViG_3300045988_068714|3300045988|Ga0495776_011735: 26,206-40,111 (+)

HEase_00016 homing (CDS_0030)

IMGVR_UViG_3300045988_040386|3300045988|Ga0495776_011521: 26,617-40,477 (+)

28 HEase_00016 homing (CDS_0030)

OTU_180: 25,486-40,196 (+)

25
HEase_00016 homing (CDS_0031)

homing endonuclease (CDS_0034)

uvig_307940: 26,314-39,322 (+)

28 HEase_00016 homing (CDS_0030)

uvig_557690: 28,598-41,095 (+)

HEase_00016 homing (CDS_0030)

IMGVR_UViG_3300045988_075350|3300045988|Ga0495776_056996: 25,086-38,932 (+)

28 HEase_00016 homing (CDS_0031)

uvig_220962: 10,942-25,429 (+)

HEase_00016 homing (CDS_0017)

MGV-GENOME-0352152: 6,931-20,790 (+)

HEase_00016 homing (CDS_0012)

MGV-GENOME-0366572: 26,583-41,124 (+)

HEase_00016 homing (CDS_0031)

uvig_384688: 28,851-43,441 (+)

HEase_00016 homing (CDS_0031)

MGV-GENOME-0366425: 28,698-42,726 (+)

29 HEase_00016 homing (CDS_0032)

uvig_360581: 25,854-40,187 (+)

28 HEase_00016 homing (CDS_0031)

MGV-GENOME-0366981: 28,046-41,918 (+)

27 HEase_00016 homing (CDS_0030)

IMGVR_UViG_3300045988_054198|3300045988|Ga0495776_012070: 27,712-42,422 (+)

HEase_00016 homing (CDS_0032)

IMGVR_UViG_3300045988_044194|3300045988|Ga0495776_011571: 28,641-41,924 (+)

2829 HEase_00016 homing (CDS_0033)

MGV-GENOME-0366661: 28,641-41,924 (+)

28 HEase_00016 homing (CDS_0033)

IMGVR_UViG_3300045988_039414|3300045988|Ga0495776_056823: 25,426-39,281 (+)

HEase_00016 homing (CDS_0030)

IMGVR_UViG_3300045988_026679|3300045988|Ga0495776_057245: 27,107-40,693 (+)

HEase_00016 homing (CDS_0031)
virion structural protein (CDS_0035)

virion structural protein (CDS_0036)

uvig_573728: 27,892-41,819 (+)

HEase_00016 homing (CDS_0031)

MGV-GENOME-0363480: 24,701-37,165 (+)

HEase_00016 homing (CDS_0027)

MGV-GENOME-0344698: 55,401-69,047 (-)

HEase_00016 homing (CDS_0068)

MGV-GENOME-0344700: 1,477-15,123 (+)

HEase_00016 homing (CDS_0009)

uvig_382557: 27,741-42,310 (+)

HEase_00016 homing (CDS_0031)

IMGVR_UViG_3300045988_051041|3300045988|Ga0495776_143216: 23,297-41,052 (+)

HEase_00016 homing (CDS_0033)

uvig_105954: 27,356-39,424 (+)

30 HEase_00016 homing (CDS_0032)

MGV-GENOME-0366980: 27,689-40,674 (+)

34

MGV-GENOME-0366329: 29,798-42,781 (+)

35

IMGVR_UViG_3300045988_036056|3300045988|Ga0495776_143157: 24,502-37,682 (+)

HEase_00016 homing (CDS_0029)

IMGVR_UViG_3300029515_000001|3300029515|Ga0244841_100110: 26,346-39,927 (+)

HEase_00016 homing (CDS_0031)

IMGVR_UViG_3300045988_058639|3300045988|Ga0495776_012525: 24,198-38,564 (+)

HEase_00016 homing (CDS_0028)

uvig_189623: 29,605-42,858 (+)

HEase_00006 homing (CDS_0036)

IMGVR_UViG_3300045988_039446|3300045988|Ga0495776_076175: 24,429-36,994 (+)

HEase_00006 homing (CDS_0030)

IMGVR_UViG_3300029880_000005|3300029880|Ga0245255_100231: 29,130-42,957 (+)

30 HEase_00006 homing (CDS_0036)

MGV-GENOME-0365605: 21,530-40,506 (+)

HEase_00016 homing (CDS_0029)

IMGVR_UViG_3300045988_030110|3300045988|Ga0495776_037745: 29,130-42,929 (+)

35
36

HEase_00006 homing (CDS_0037)

MGV-GENOME-0362028: 25,813-37,401 (+)

HEase_00006 homing (CDS_0027)

MGV-GENOME-0357560: 13,055-30,890 (+)

16 22 23 24 HEase_00016 homing (CDS_0025)

uvig_541796: 13,055-28,625 (+)

16 21 22 23 HEase_00016 homing (CDS_0024)

IMGVR_UViG_3300045988_056879|3300045988|Ga0495776_012069: 25,555-38,431 (+)

29 HEase_00016 homing (CDS_0032)

uvig_293581: 21,283-39,034 (+)

HEase_00016 homing (CDS_0031)
virion structural protein (CDS_0035)

MGV-GENOME-0367450: 24,351-41,703 (+)

28 HEase_00016 homing (CDS_0030)

uvig_383384: 22,383-39,354 (+)

HEase_00016 homing (CDS_0030)

MGV-GENOME-0366786: 28,698-43,266 (+)

HEase_00016 homing (CDS_0033) 38 39

uvig_10169: 26,639-33,265 (+)

HEase_00016 homing (CDS_0030)

IMGVR_UViG_3300045988_050974|3300045988|Ga0495776_017590: 26,532-37,390 (+)

27 homing endonuclease (CDS_0031)

MGV-GENOME-0357520: 14,826-26,504 (+)

21

IMGVR_UViG_3300045988_066314|3300045988|Ga0495776_012004: 22,489-39,410 (+)

HEase_00016 homing (CDS_0032)

MGV-GENOME-0329143: 24,120-35,199 (+)

HEase_00016 homing (CDS_0029)

MGV-GENOME-0365104: 23,550-42,027 (+)

HEase_00016 homing (CDS_0029)

MGV-GENOME-0366143: 21,501-33,629 (+)

HEase_00016 homing (CDS_0030)

MGV-GENOME-0352902: 6,755-20,341 (+)

HEase_00016 homing (CDS_0013)

MGV-GENOME-0365676: 18,865-32,259 (+)

HEase_00016 homing (CDS_0027)

OTU_143: 21,972-34,966 (+)

27

IMGVR_UViG_3300045988_054152|3300045988|Ga0495776_012061: 21,809-38,066 (+)

26 2728

IMGVR_UViG_3300045988_052408|3300045988|Ga0495776_056755: 22,008-38,107 (+)

HEase_00016 homing (CDS_0026)

uvig_186444: 18,014-33,117 (+)

20 25

MGV-GENOME-0364788: 18,014-33,140 (+)

24

MGV-GENOME-0366193: 23,960-39,382 (+)

32 33

MGV-GENOME-0363743: 19,135-35,287 (+)

26 27

IMGVR_UViG_2065487001_000013|2065487001|bke_il_soap_contig_18071: 21,756-37,919 (+)

28 29

MGV-GENOME-0363772: 20,001-35,232 (+)

26 27

uvig_235078: 19,985-37,294 (+)

25 26
27

uvig_111157: 26,640-39,474 (+)

31
HEase_00016 homing (CDS_0032)

HEase_00006 homing (CDS_0035)

MGV-GENOME-0352832: 5,462-21,782 (+)

7 8 13

MGV-GENOME-0356989: 12,521-27,935 (+)

15 16 21 22

MGV-GENOME-0364905: 28,672-61,025 (+)

HEase_00006 homing (CDS_0028) 32 33 34 35 36

IMGVR_UViG_3300006476_000006|3300006476|Ga0100233_100175: 27,979-62,975 (+)

HEase_00006 homing (CDS_0028) 32 33 34 35

10000 nt

DNA, RNA and nucleotide metabolism head and packaging lysis tail unknown function defence (PADLOC)


