
uvig_39975: 32,896-65,598 (+)

virion structural protein (CDS_0032)

33 34
virion structural protein (CDS_0035)

36 37 38
HEase_00021 homing (CDS_0039)

40 41 42 43
44

45

ATPase (CDS_0046)
Holliday junction resolvase (CDS_0047)

48
DNA primase

IMGVR_UViG_3300029681_000003|3300029681|Ga0245167_100175: 30,596-63,365 (+)

35 36
HEase_00021 homing (CDS_0037)

38 39 40

MGV-GENOME-0366980: 31,887-65,225 (+)

34 38 39
HEase_00021 homing (CDS_0040)

41 42 43

IMGVR_UViG_3300045988_039446|3300045988|Ga0495776_076175: 27,987-61,551 (+)

HEase_00006 homing (CDS_0030) 34 35
HEase_00021 homing (CDS_0036)

37 38 39

uvig_106622: 31,287-64,947 (+)

38 39
HEase_00021 homing (CDS_0040)

41 42 43 44

uvig_224000: 30,748-63,122 (+)

34 35 36 37 38 41

MGV-GENOME-0366039: 33,031-65,119 (+)

34 35 36 37 38

MGV-GENOME-0363854: 32,122-64,082 (+)

35 38 39 40 41 42

IMGVR_UViG_3300045988_068706|3300045988|Ga0495776_132129: 25,909-57,903 (+)

33 34 35 36

IMGVR_UViG_3300045988_042606|3300045988|Ga0495776_056990: 29,638-61,630 (+)

32 33 34 35 36

MGV-GENOME-0340107: 25,418-56,518 (+)

28 29 30 31 32

uvig_238442: 33,689-65,774 (+)

37 38 39 40 41

uvig_360581: 31,566-63,821 (+)

homing endonuclease (CDS_0035) 38 39 40 41 42

uvig_56513: 33,329-65,444 (+)

35 36 37 38 39

IMGVR_UViG_2065487001_000013|2065487001|bke_il_soap_contig_18071: 31,683-64,511 (+)

36 37 38 39 40

IMGVR_UViG_3300045988_042694|3300045988|Ga0495776_056869: 31,201-64,713 (+)

36 37
HEase_00021 homing (CDS_0038)

39 40 41

MGV-GENOME-0364679: 30,133-62,817 (+)

32 33
HEase_00021 homing (CDS_0034)

35 36 37

IMGVR_UViG_3300007714_000007|3300007714|Ga0105661_1000067: 30,460-62,296 (+)

35 36 37 38 39

MGV-GENOME-0367071: 32,380-64,896 (+)

36 37 38 39 40

MGV-GENOME-0344698: 30,549-62,183 (-)

515657596061

MGV-GENOME-0344700: 8,341-39,975 (+)

20 21

MGV-GENOME-0316369: 8,966-40,798 (+)

19

uvig_208702: 29,668-61,527 (+)

39
40

IMGVR_UViG_3300029722_000002|3300029722|Ga0245188_100114: 32,089-63,784 (+)

36 37 38 39 40

MGV-GENOME-0331539: 24,606-54,588 (-)

34353637

IMGVR_UViG_3300045988_063076|3300045988|Ga0495776_000022: 31,909-63,547 (+)

38

MGV-GENOME-0333770: 7,922-40,314 (-)

14

uvig_378405: 31,442-63,278 (+)

35 36 37 38 39

MGV-GENOME-0364510: 33,152-65,321 (+)

35 36 37 38 39

MGV-GENOME-0312703: 2,570-33,941 (-)

91011

IMGVR_UViG_3300045988_037808|3300045988|Ga0495776_096004: 27,766-59,520 (+)

31 32 33 34

MGV-GENOME-0357122: 27,573-59,307 (+)

32 33 34 35 36

uvig_125272: 29,371-61,745 (+)

33 34 35 36 37

MGV-GENOME-0366837: 33,329-65,389 (+)

35 36 37 38

uvig_554388: 29,225-62,082 (+)

35 36 37
38

39 40 42

uvig_371898: 32,585-65,135 (+)

37 38 39
40

4142

uvig_17533: 30,351-66,017 (+)

35 36 37
anti-RM (APIS108) (CDS_0038)

39 40 41 42 43

IMGVR_UViG_3300045988_077364|3300045988|Ga0495776_092488: 30,351-66,017 (+)

35 36 37
anti-RM (APIS108) (CDS_0038)

39 40 41 42 43

MGV-GENOME-0364435: 31,253-64,771 (+)

30 35 36 37 38 39 40 44
endonuclease (CDS_0045)

46

IMGVR_UViG_3300045988_028505|3300045988|Ga0495776_143266: 32,642-65,482 (+)

36 37 38 39 40

MGV-GENOME-0367742: 33,482-67,290 (+)

36 37 38 39 40

OTU_180: 31,246-65,845 (+)

homing endonuclease (CDS_0034) 38 39 40 41 42

MGV-GENOME-0365223: 32,259-64,938 (+)

36 37 38 39 40

uvig_111157: 30,479-66,069 (+)

39 40
HEase_00021 homing (CDS_0041)

42 43 44

uvig_302552: 28,807-63,809 (+)

37 38
HEase_00021 homing (CDS_0039)

40 41 42

IMGVR_UViG_3300000277_000009|3300000277|EM208_1000602: 29,595-64,066 (+)

36 37
HEase_00021 homing (CDS_0038)

39 40 41

OTU_379: 8,270-42,031 (+)

14 15
HEase_00021 homing (CDS_0016)

17 18 19

IMGVR_UViG_3300045988_066334|3300045988|Ga0495776_075945: 28,687-63,647 (+)

34 35
HEase_00021 homing (CDS_0036)

37 38 39

IMGVR_UViG_3300045988_055464|3300045988|Ga0495776_000110: 30,479-66,168 (+)

39 40
HEase_00021 homing (CDS_0041)

42 43 44

uvig_257271: 33,180-65,372 (+)

41 42 45

IMGVR_UViG_3300045988_067479|3300045988|Ga0495776_011600: 31,955-64,890 (+)

38 39

uvig_57092: 582-31,223 (+)

4 5
HEase_00021 homing (CDS_0006)

7 8 9

MGV-GENOME-0358772: 19,583-54,179 (+)

19 20 26 27
HEase_00021 homing (CDS_0028)

29 30 31

uvig_266225: 27-29,749 (+)

3 4 5 6

MGV-GENOME-0366329: 36,697-67,917 (+)

45 46

uvig_336954: 37,763-65,116 (+)

42 43

MGV-GENOME-0366054: 35,584-65,557 (+)

42
43

MGV-GENOME-0324609: 23,680-53,378 (-)

4041424344

IMGVR_UViG_3300045988_051447|3300045988|Ga0495776_075646: 33,978-69,133 (+)

41
42

43 44 49
RM_Type_IV__Type_IV_22 (CDS_0050)

51

IMGVR_UViG_3300045988_026679|3300045988|Ga0495776_057245: 32,821-64,555 (+)

virion structural protein (CDS_0035)

virion structural protein (CDS_0036)
virion structural protein (CDS_0037)

39 40 41 42 43

uvig_561095: 29,281-61,174 (+)

26 virion structural protein (CDS_0031)

MGV-GENOME-0316602: 10,619-43,524 (+)

Dda-like helicase (CDS_0018) 19 20

MGV-GENOME-0352832: 13,631-45,947 (+)

19 20 21 22

MGV-GENOME-0355551: 18,859-52,297 (+)

28 29 30 31

MGV-GENOME-0357520: 16,985-52,232 (+)

26 27 28 29

SAMEA2737734_a1_ct31899_vs1: 16,538-48,955 (+)

Dda-like helicase (CDS_0021) 22 23

MGV-GENOME-0349063: 10,236-43,363 (+)

17 18 19 20

IMGVR_UViG_3300045988_048486|3300045988|Ga0495776_092417: 33,153-67,093 (+)

38 39 40 41

uvig_137756: 30,134-64,282 (+)

34 35 36 37 38

uvig_293581: 30,834-63,956 (+)

virion structural protein (CDS_0035) 38 39 40 41

uvig_326231: 31,584-64,826 (+)

38 39
HEase_00021 homing (CDS_0040)

41 42 43

IMGVR_UViG_3300045988_077358|3300045988|Ga0495776_037690: 30,106-64,889 (+)

33 34 HEase_00021 homing (CDS_0035) 36 37 38

MGV-GENOME-0325185: 23,109-53,985 (-)

3334Dda-like helicase (CDS_0035)36

IMGVR_UViG_3300045988_063889|3300045988|Ga0495776_012266: 28,887-63,706 (+)

32 33 34 35 40

IMGVR_UViG_3300029880_000005|3300029880|Ga0245255_100231: 33,264-67,122 (+)

41 42 43 44

IMGVR_UViG_3300045988_062663|3300045988|Ga0495776_056865: 31,418-65,014 (+)

37 38 39 40

MGV-GENOME-0364628: 30,281-63,923 (+)

35 36 37 38 39

uvig_382557: 33,479-67,965 (+)

38 Dda-like helicase (CDS_0039) 40 41

uvig_243575: 29,135-62,109 (+)

34 35 36 37 38

MGV-GENOME-0367073: 33,012-66,285 (+)

37 38 39 40 41

MGV-GENOME-0358835: 33,412-53,536 (+)

36 37 38 39

IMGVR_UViG_3300045988_030110|3300045988|Ga0495776_037745: 33,165-67,094 (+)

35 36 42 43 44 45

uvig_104004: 30,576-65,054 (+)

36 37 38 39 40 41

MGV-GENOME-0366425: 33,895-68,942 (+)

39 40 41 42

MGV-GENOME-0365095: 29,134-64,047 (+)

30 31 32 33

uvig_23372: 29,079-64,012 (+)

29 31 32 33 34

uvig_549333: 32,953-67,856 (+)

36 37 38 39 40

IMGVR_UViG_3300045988_056964|3300045988|Ga0495776_112094: 32,897-68,453 (+)

37 38 39 40

IMGVR_UViG_3300045988_050974|3300045988|Ga0495776_017590: 28,615-64,252 (+)

35 36 37 38 39

uvig_438270: 28,670-64,252 (+)

35 Dda-like helicase (CDS_0036) 37 38

IMGVR_UViG_3300045988_056864|3300045988|Ga0495776_004938: 31,479-66,483 (+)

34 35 36 37 endonuclease (CDS_0041)

MGV-GENOME-0366786: 34,349-69,482 (+)

38 39 41 42 43 44

uvig_405277: 30,377-63,624 (+)

virion structural protein (CDS_0033) 36 Dda-like helicase (CDS_0037) 38 39

IMGVR_UViG_3300045988_041053|3300045988|Ga0495776_057069: 28,870-64,664 (+)

36 37
HEase_00021 homing (CDS_0038)

39 40 41 43
endonuclease (CDS_0044)

45

MGV-GENOME-0318589: 1-26,421 (+)

1 2 Dda-like helicase (CDS_0003) 4 5

uvig_249202: 26,141-52,855 (-)

43444546

MGV-GENOME-0354570: 20,826-51,934 (+)

22 23 26 27 28 30

NC_067217.1: 30,664-66,352 (+)

32 33 34 35
36

37

IMGVR_UViG_3300045988_049960|3300045988|Ga0495776_012314: 31,066-67,622 (+)

35 36 37 38 39 40

MGV-GENOME-0320484: 11,746-46,430 (+)

20 21 22 23

uvig_481126: 3,301-37,997 (-)

9101112

MGV-GENOME-0365972: 29,974-64,722 (+)

34 35 36 37 38

uvig_513330: 31,066-66,673 (+)

35 36 37 38 39

uvig_258461: 30,196-65,210 (+)

33 34 35 36 37

uvig_243830: 23,956-58,734 (+)

27 28 29 30 32

IMGVR_UViG_3300014562_000001|3300014562|Ga0134376_100091: 29,974-64,771 (+)

34 35 36 37 38

uvig_252433: 29,960-65,470 (+)

34 35 36 37

uvig_246078: 27,455-62,468 (+)

31 32 33 34

IMGVR_UViG_3300045988_052814|3300045988|Ga0495776_092569: 34,199-69,774 (+)

36 37 38 39 40

MGV-GENOME-0366770: 29,996-64,813 (+)

33 34 35
36

37

IMGVR_UViG_3300045988_045136|3300045988|Ga0495776_056979: 32,323-67,778 (+)

36 37 38 39 40

IMGVR_UViG_3300029316_000001|3300029316|Ga0242768_100181: 31,754-66,538 (+)

35 36 37 38 39

MGV-GENOME-0353372: 32,142-49,973 (+)

36 37 38

MGV-GENOME-0354912: 29,355-49,848 (+)

28 29 34 35 36 37

MGV-GENOME-0336667: 24,085-62,543 (-)

3643

endonuclease (CDS_0044)
ATPase (CDS_0045)

10000 nt

DNA, RNA and nucleotide metabolism head and packaging other unknown function defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS)


