88 89 90 91 92 93 94 95 96 97 98 99

MGV-GENOME-0366046: 94,638-98,809 (+)
92 93 94 96

I S S E—
uvig 22116:94,637-98,924 (+)

103 104 105 106 HEase_00016 homing (CDS_0108)

. I I R —— —
MGV-GENOME-0367721:95,976-100,342 (+)

homing endonuclease (CDS_0104)
terminase large subunit (CDS_0105)

e —
MGV-GENOME-0366143:94,022-99,535 (+)

tRNA-Sup(CTA) 103 terminase large subunit (CDS_0104)

IMGVR_UViG_3300045988_034032|3300045988|Ga0495776_037639:92,612-98,353 (+)
94 HNH endonuclease (CDS_0098) 99

MGV-GENOME-0363480: 93,331-96,324 (+)
93 98

MGV-GENOME-0365536:95,427-98,709 (+)

79 80
L e L —————t I
uvig 574099:59,206-62,614 (+)

100 101

I E——
IMGVR_UViG_3300029515_000001|3300029515|Ga0244841_100110: 96,693-99,756 (+)

MGV-GENOME-0364375:94,531-97,458 (+)
HNH endonuclease (CDS_0078) 79

MGV-GENOME-0341266:63,141-66,756 (+)

—— T S E—
MGV-GENOME-0364555: 93,676-97,664 (+

E— S ——— S —
IMGVR_UViG_3300045988_039420|3300045988|Ga0495776_057244:92,462-96,221 (+)

102

IMGVR_UViG_3300029845 OOOOOéI3300029845\ aO24 277_1000180: 94,876-98,384 (+)
81

e
MGV-GENOME-0338170: 60,996-64,152 (+

HNH endonuclease (CDS_0096) 97

—
IMGVR_UViG_3300045988_048620|3300045988|Ga0495776_143094:93,447-97,629 (+)

HNH endonuclease (CDS_0078) 79

uvig_216309:59,266-63,110 (+)
82 8

w

—— T S —
MGV-GENOME-0353014: 78,033-81,421 (+

I —— N B ——
MGV-GENOME-0339830: 61,668-65,404 (+,

HEase_00016 homing (CDS_0057) 60 terminase large subunit (CDS_0061)

uvig_190946:40,134-44,051 (+)

©
N

T
MGV-GENOME-0352902: 78,008-81,267 (+)

terminase large subunit (CDS_0077)

uvig 187798:67,135-70,163 (+)
105

IMGVR_UViG_3300045988 051447|3300045988\630495776 075646:96,922-99,989 (+)
92

[
MGV-GENOME-0357146:83,488-86,326 (+)

96 9

~N

IMGVR_UViG_3300045988 037823|3300045988\GaO495776 143101:94,344-97,642 (+)
020WE93

uvig_243830:88,601-91,670 (+)
HNH endonuclease (CDS_0099) 100

— I —
IMGVR?UVinSSOOO459887075350|330004?988\GaO495776705699é: 92,406-95,574 (+)

96 97

——  ——
MGV-GENOME-0363676:93,061-96,577 (+

98

99
. E— E—

MGV-GENOME-0363772:93,257-96,700 (+

93 terminase large subunit (CDS_0094)

. e —
IMGVR_UViG_3300045988_039388|3300045988|Ga0495776_037644:94,336-98,369 (+)

terminase large subunit (CDS_0091)

EEE—— —
MGV-GENOME-0354622:80,064-83,875 (+

el

4 terminase large subunit (CDS_0096)

I
IMGVR_UViG_3300045988 056954|3300045988\(330495776 057205:91,970-96,151 (+)

88 terminase large subunit (CDS_0089)

MGV-GENOME-0359877:86,148-90, 680(+

79 terminase large subunit (CDS_0080)

MGV-GENOME-0352832:76,522-81,165 (+
HNH endonuclease (CDS_0101) terminase large subunit (CDS_0102)

IMGVR_UViG_3300029678_000001|3300029678|Ga0245195_100246: 93,835-97,956 (+)
terminase large subunit (CDS_0080)

MGV-GENOME-0348373:71,648-75,228 (+ -

HNH endonuclease (CDS_0067) DarB-like antirestriction (CDS_0068)

—
uvig 86821:49,171-53,428 (+)

HNH endonuclease (CDS_0080) terminase large subunit (CDS_0081)

S —— E—
MGV-GENOME-0336577:58,156-62,902 (+,

DarB-like antirestriction (CDS_0100)

uvig 43087:97,598-101,525 (+)
terminase large subunit (CDS_0098)

0
~N

MGV-GENOME-0369242: 92,880-97,633 (+

homing endonuclease (CDS_0105)
DarB-like antirestriction (CDS_0106)

MGV-GENOME-4434533:96,972-101,615 (+)
HNH endonuclease (CDS_0082)terminase large subunit (CDS_0083)

MGV-GENOME-0322221:51,498-55,294 (+)
HNH endonuclease (CDS_0075)terminase large subunit (CDS_0076)

MGV-GENOME-0321786:51,628-55,074 (+,

MGV-GENOME-0367176:97,008-100,978 (+)
HNH endonuclease (CDS_0080) 81

uvig_309734:72,481-76,048 (+)
HNH endonuclease (CDS_0076) 77

uvig_295240:48,289-51,508 (+)
HNH endonuclease (CDS_0098)99

.
uvig 85195:97,533-100,648 (+)

HNH endonuclease (CDS_0092) 93

IMGVR_UViG_3300045988_048065|3300045988|Ga0495776_116255:86,586-89,772 (+)
HNH endonuclease (CDS_0081) terminase large subunit (CDS_0082)

— ]
MGV-GENOME-0321164:51,219-54,743 (+

97 terminase large subunit (CDS_0098)

| —
uvig 153128 :96,001-98,900 (+)
75 terminase large subunit (CDS_0076)

e E—
MGV-GENOME-0328920: 55,223-58,470 (+,

59 terminase large subunit (CDS_0060)

uvig_478731:58,119-61,459 (+)

uvig 382016:64,856-67,851 (+)

95
e E—
MGV-GENOME-0360417:88,609-91,568 (+
100

101

I
IMGVR_UViG_3300045988 O36056|3300045988\GaO495776 143157:94,398-97,738 (+)

74T 76

MGV-GENOME-0346114:69,099-72,093 (+

terminase large subunit (CDS_0106)
homing endonuclease (CDS_0105)

i#

I SN, s W mm——
uvig 480204: 96,499-100,567 (+)
86 87
| N SN S S
MGV-GENOME-0352152:76,482-80,195 (+
102 103

IMGVR_UViG_3300045988 050069|3300045988\G 0495776_056954: 95,840-99,685 (+)

96 97
I E—— T — —
MGV-GENOME-0362450:91,474-94,965 (+)
82 83
I R S—— T e —— R—

MGV-GENOME-0349063: 72,300-76,195 (+)
terminase large subunit (CDS_0101)

102

-
| 8
o

I
IMGVR_UViG_3300006746 000006|3300006746\Ga010179é 100032: 94,018-98,545 (+)

homing endonuclease (CDS_0106)

N
|.
N

IMGVR _UViG_3300045988 051041[3300045988|Ga0495776_ 143216 94,628-97,888 (+)
homing endonuclease (CDS_0098)
99

MGV-GENOME-0362208: 90,576-94,594 (+)
terminase large subunit (CDS_0098) 99

|
O
~
‘ )

uvig_235078:93,443-100,519 (+)
97 98 99

;

IMGVR _UViG_3300045988_048608|3300045988|Ga0495776_143207:93,964-97,862 (+)
100 terminase large subunit (CDS_0101)

MGV-GENOME-0365417: 94,084-98,573 (+)
HEase_00016 homing (CDS_0099)
HNH endonuclease (CDS_0102) 103 1 portal protein (CDS_0002)

—— N — E—
IMGVR_UViG_3300045988_063924|3300045988|Ga0495776_005256: 96, 146 101,202 (+); 1-3,782 (+)

HEase_00016 homing (CDS_0097) 100

T
uvig_208702:91,066-95,669 (+); 1-3,782 (+)

95 9

oo

W

MGV-GENOME-0366028: 94,185-99,347 (+); 1-3,761 (+)

[
o

uvig_152136_:28,116-31,347 (+)
HEase_00016 homing (CDS_0089)

I — E—
IMGVR_UViG_3300045988_051409|3300045988|Ga0495776_116419:86,052-89,467 (+)

101

uvig_332768:97,889-101,149 (+)
HNH endonuclease (CDS_0101)
HEase_00016 homing (CDS_0098) terminase large subunit (CDS_0102) 1

IMGVR_UViG_3300045988_050982|3300045988|Ga0495776 012371 93,268-98475 (+); 1-4,145 (+)
HEase_00016 homing (CDS_0094) homing endonuclease (CDS_0097)

e N B e —
MGV-GENOME-0364628:92,102-97,726 (+); 1-4,046 (+)
HEase_00016 homing (CDS_0100) 104
e o B e

IMGVR_UViG_3300000277_000009|3300000277|EM208_1000602: 94,992-99,470 (+); 1-4,154 (+)
HEase_00016 homing (CDS_0091)

95
e s s s s
IMGVR_UViG_3300045988_050033|3300045988|Ga0495776_011874:94,791-99,001 (+); 1-4,175 (+)

HEase_00016 homing (CDS_0091)

IMGVR_UViG_3300045988_078597|3300045988|Ga0495776 004254 86,734-90,490 (+); 1-4,154 (+)
HEase_00016 homing (CDS_0093)

I —— —
IMGVR_UViG_3300045988 _037086|3300045988|Ga0495776_012291:93,592-98,246 (+); 1-4,175 (+)

HEase_00016 homing (CDS_0099)

L
IMGVR_UViG_3300045988_049556|3300045988|Ga0495776 012338 93,421-98,359 (+); 1-4,154 (+
HEase_00016 homing (CDS_0103)

MGV-GENOME-0364530:92,934-97,637 (+); 1-4,160 (+)
89 90 94

IMGVR_UViG_7000000081_000001|7000000081|SRS017307_Baylor_scaffold_4293:91,538-95,426 (+)
dATP / dGTP pyrophosphohydrolase (CDS_0092) 8 terminase large subunit (CDS_0099)

el

e ]
IMGVR_UViG_3300045988 039446|3300045988\GaO495776 076175:91,762-97,316 (+)

93 terminase large subunit (CDS_0094)

I —
IMGVR_UViG_3300045988 055088|3300045988\GaO495776 116558:85,621-90,730 (+)
HNH endonuclease (CDS_0099)terminase large subunit (CDS_0100)

I e
IMGVR_UViG_3300029681_000003|3300029681|Ga0245167_100175:94,173-98,930 (+)

3000 nt {
DNA, RNA and nucleotide metabolism head and packaging lysis moron, auxiliary metabolic gene and host takeover unknown function defence (PADLOC) tRNA pseudogene
— I I




