
IMGVR_UViG_3300045988_178038|3300045988|Ga0495776_016204: 98,816-109,236 (+)

126 127128 129 130 131 132 133 134 135 136 137 138 139 140 141 142

IMGVR_UViG_3300045988_178625|3300045988|Ga0495776_007418: 104,615-114,620 (+)

131 133 140

IMGVR_UViG_3300045988_175036|3300045988|Ga0495776_007779: 101,450-109,417 (+)

132 136

MGV-GENOME-0371959: 100,438-110,082 (+)

126 127 128 133 140

uvig_140024: 81,071-90,876 (+)

98 106 113

IMGVR_UViG_3300045988_177148|3300045988|Ga0495776_122586: 103,334-113,661 (+)

135 136 139 141

MGV-GENOME-0369852: 92,610-102,562 (+)

126 129 130 133 136

IMGVR_UViG_3300045988_174094|3300045988|Ga0495776_016715: 91,739-100,903 (+)

119 120 124 125 128

uvig_151844_: 103,354-113,685 (+)

143 144 147 148 149 150 151

SAMN09781743_a1_ct21169: 100,562-110,049 (+)
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antitoxin from a toxin-antitoxin system (CDS_0132)
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moron, auxiliary metabolic gene and host takeover unknown function


