
SRS015947_a1_ct11307_vs1: 1-35,268 (+)

SRS104368_a1_ct8913: 1-35,067 (+)

SRS075959_a1_ct14062: 1-34,912 (+)

SAMEA2738003_b1_ct8: 1-34,737 (+)

SRS075819_a1_ct22974: 1-34,944 (+)

SRS057490_a1_ct15410: 1-34,703 (-)

SRS050799_a1_ct28645_vs1: 1-34,900 (-)

SRS011098_a1_ct9055: 1-34,786 (+)

MGV-GENOME-0238724: 1-35,036 (+)

SAMEA2737992_b1_ct8: 1-34,981 (+)

IMGVR_UViG_3300008635_000016|3300008635|Ga0115679_100269: 1-35,423 (+)

SRS064809_a1_ct4775_vs1: 1-34,798 (-)

SRS020406_a1_ct15312: 1-34,847 (-)

SRS047100_a1_ct11993: 1-34,422 (+)

SRS015688_a1_ct48: 1-35,042 (-)

SRS016393_a1_ct11274: 1-34,712 (+)

SRS022281_a1_ct29864: 1-34,791 (+)

MGV-GENOME-0238073: 1-34,916 (-)

MGV-GENOME-0236287: 1-34,577 (+)

SRS142483_a1_ct86330_vs1: 1-34,822 (+)

MGV-GENOME-0235359: 1-34,386 (+)

SRS019024_a1_ct505_vs1: 1-32,442 (-)

SRS049289_a1_ct572_vs1: 1-34,847 (-)

MGV-GENOME-0237626: 1-34,827 (+)

SRS103983_a1_ct23317: 1-34,596 (+)

SAMEA2737893_b1_ct2: 1-34,578 (-)

MGV-GENOME-0236837: 1-34,678 (+)

MGV-GENOME-0234159: 1-34,142 (-)

SRS019176_a1_ct74312_vs1: 1-32,547 (+)

MGV-GENOME-0237426: 1-34,790 (+)

MGV-GENOME-0235877: 1-34,495 (-)

MGV-GENOME-0235541: 1-34,425 (-)

SRS020340_a1_ct9368: 1-35,086 (+)

MGV-GENOME-0235131: 1-34,335 (-)

MGV-GENOME-0239191: 1-35,106 (-)

IMGVR_UViG_3300007317_000015|3300007317|Ga0104967_100176: 1-34,733 (+)

SRS015158_a1_ct8241_vs1: 1-30,975 (+)

SRS146878_a1_ct56517_vs1: 1-31,051 (+)

SRS063246_a1_ct21876_vs1: 1-30,228 (+)

SRS149770_a1_ct56087_vs1: 1-29,618 (+)

SRS024381_a1_ct30007_vs1: 1-29,484 (-)

SRS022980_a1_ct81739_vs1: 1-23,787 (+)

MGV-GENOME-0143446: 1-19,682 (+)

10000 nt

virulence (VFDB) anti-defence (dbAPIS)


