DL OBOPBINIOROH— DOCDE DMK KA DM BHODIC KK IKKKHD-DODODOIIDD

MGV-GENOME-0318389: 1-53,384 (+)

C O OEBEOPRMDRODOH_— PODDL - AOAKK KOO ORDD- A KITEKEDITHOD OO
MGV-GENOME-0313054: 1-51,063 (+)
C O OEBEOPONDREDOH— PODDA O PO KA DD NP KK ICDIDDIOD- DD
uvig 282594:1-51,411 (+)
C O DEDDIOIDEOH DOOPDE O PDOMKK KA ODDMMOBHDDEIC KICKKGKDI-DIMDMOIDMHOD
TemPhD_cluster_58225: 1-52,448 (+)
C O ODODDICIEDOM BB H OPODAKEK KA PO KIDHDIAD
uvig 345295: 1-45,358 (+)

A DEOD] HH OMOHAHEK KA DD WD KKHKKIKED-DNOMDOINORI-D
uvig_140796: 1-52,398 (+)
IS )Y, YD) BBy HH OMOHAEK KA DD OWEDC KIS D-OREMNOONAD
MGV-GENOME-0316247:1-52,442 (+)
IS ) VD)) B NBBY H OPODAKEK KO DM OWEDXK KICKKIKEDIDAEMODARONIAID
MGV-GENOME-0316284: 1-52,461 (+)
RS )W D)D) BB HH MDA KOOI WEDIC KKK DA DMDMICHIONAIPD
MGV-GENOME-4426045: 1-52,687 (+)
IS ) D)D) D BBY H OMOHAHEK KA ODDOMEHDD- A IKEKICHIKD-HDDMOMDODIDIDIND
SAMNO04261159_al ct10984:1-52,546 (+)
RS )W D)) D) BBy HH OMOHAEK KK DM OWEDIAEKKHUKKKEDATHOMIOHOIHND

uvig 385266:1-52,601 (+)

O EEDRONDIEPOH— DO

MGV-GENOME-0316448:1-52,522 (+)

DI WD) )D ) D) DBy

uvig_365451:1-52,472 (+)

I WD) ) DY

MGV-GENOME-0315949: 1-52,318 (+)

DI VYY) ) DY

uvig 367944:1-52,598 (+)

O EEOPRIEOH OO

MGV-GENOME-0307081: 1-48,897 (+)

WD) ) DY,

Monaco_MBA1742_NODE_4 length 58534 cov_173.606560: 1-58,534 (+)

L O O OPDIOMIIDONA DODD! - ODODAAIEK K DICHTEREDIC I DR-DHEMDDDII-D
MGV-GENOME-0316082: 1-52,375 (+)

O UL ODDEOMIDDONA DUOUDA HDOPDAEK A ODDOMMOWEDXIC KICHKKKKD-DAEWTI-DIDI-HD
MGV-GENOME-0315531:1-52,134 (+)

L U OO OBDIOMIDDODN DODD! L OMDDAKIEK KK DD RO KKK DD DI-HD
MGV-GENOME-0316241:1-52,440 (+)

C O DEOPDINMIEO-A DODDE O DOKKK KK DICMPEMEDICKACKUIKEDBHOMNOMDOMDIDIHID
MGV-GENOME-0318226:1-53,315 (+)

LU U DRI DODD L OODAIEK K KA DM WDDIC KACHKHKEDITHOMODDIIID
SAMN10080905_a1_ct505: 1-52,934 (+)

L U DB OPDIONPEDONM DOD - ODDDEIEK KA DI ONCDECKIREHED-DADIOD- DI
MGV-GENOME-03155083: 1-52,122 (+)

C O DORDIIIOMH_ DODODAT > DO KA DM NDD-ACIICKKKIKEBIDMOMD- DD
MGV-GENOME-0317450: 1-52,985 (+)

L OU U ORDIONPEDDH._ DO O OMODAKEK KK DD MDD KICKKHKKDIDRDIDONON-HID
MGV-GENOME-0317522:1-53,013 (+)

C O ODEOBDIOMIEO-DC OO O DOMAKK KA DM ONDDECKICKKEKKEDHOMOMOWDNAND
MGV-GENOME-0317405: 1-52,967 (+)

C OU OEOBDIMIEO DD D OPDODAKK KA ODIME MDD KICHIKIKEDADHOMORONDD
uvig_3369:1-53,000 (+)

L O DB O DDLMPEDONM DOUD OO KK DO DD KK DIDROMOBDINHD
uvig_274184:1-50,061 (+)

L O OB ODDIOMPEDONA DOUDA 1 ODDIX KK DO ORI KECKEKEDNOROMODDID

uvig 272900: 1-50,061 (+)

L U DD DRODDM D BBE HODDIX KK DOOMTRDDKKC I DMDDMD-IIDMDIIAND
MGV-GENOME-0312329: 1-50,774 (+)

L O DO DK KK DD OWEDXIC KACHEKKKEDIDMOIDO-RONAND

MGV-GENOME-0259998: 1-38,441 (+)

DD )RR DD XH OMDIX KK DI KEKEDDIDNDMNOD OO
uvig 502913:1-50,779 (+)

L O OO DDIOMIDDDIM OO X OMDIX K DIOMTOMDDHCKEIICEDDIDNDIMODDIDIAID
MGV-GENOME-0312334: 1-50,778 (+)

DD N D)) B DU XH OMDIX KK M DDA ICRKDDIMDIHODOIIHNPD
uvig_417885:1-49,260 (+)

DD ) V)RR OO XH OMOIX K DORM OB IKITKCIKDDIDDOMDMOIDIND
SAMNO3418257_al ct9324:1-51,299 (+)

L O OO DDIMIDDDM DODD X OMDHX KA DM EOMEDEC I IKEHKKDDIDDOMNOMOIDINID
MGV-GENOME-4425471:1-51,366 (+)

COEODBONDX KK DM WO KKECKETKDDIDROMNOD-OIIHND

uvig_513867:1-34,059 (+)

[ < KK DIOMM DDA KK KKCKKDIOMOMD OO

uvig 344452:1-30,141 (+)

uvig_354603:1-27,037 (+)
'
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