
uvig_316284: 1-43,549 (+)

TemPhD_cluster_24364: 1-43,494 (+)

OTU_1712: 1-42,328 (+)

uvig_314952: 1-44,159 (+)

IMGVR_UViG_3300045988_035953|3300045988|Ga0495776_139483: 1-43,619 (+)

TemPhD_cluster_18799: 1-44,059 (+)

TemPhD_cluster_18796: 1-44,059 (+)

OTU_1581: 1-43,188 (+)

OTU_1594: 1-43,069 (+)

OTU_1697: 1-42,440 (+)

IMGVR_UViG_3300007196_000023|3300007196|Ga0103270_100159: 1-45,557 (+)

IMGVR_UViG_3300008345_000001|3300008345|Ga0115409_100142: 1-42,701 (+)

IMGVR_UViG_3300007724_000023|3300007724|Ga0105680_100204: 1-44,422 (+)

IMGVR_UViG_3300008147_000017|3300008147|Ga0114367_100184: 1-44,354 (+)

uvig_316313: 1-42,438 (+)

IMGVR_UViG_3300045988_048687|3300045988|Ga0495776_112594: 1-42,460 (+)

SRS019045_a1_ct11449_vs01: 1-41,232 (+)

IMGVR_UViG_3300045988_064885|3300045988|Ga0495776_014414: 1-44,982 (+)

SAMN00699766_b1_ct2: 1-44,846 (+)

uvig_314375: 1-44,922 (+)

MGV-GENOME-0293168: 1-44,982 (+)

MGV-GENOME-0279646: 1-42,162 (+)

IMGVR_UViG_3300045988_032673|3300045988|Ga0495776_027864: 1-42,162 (+)

IMGVR_UViG_3300019477_000017|3300019477|Ga0197716_100025: 1-44,174 (+)

IMGVR_UViG_3300008280_000005|3300008280|Ga0114267_100099: 1-41,286 (+)

uvig_311980: 1-51,351 (+)

IMGVR_UViG_3300045988_042256|3300045988|Ga0495776_020831: 1-44,178 (+)

uvig_120465: 1-36,407 (+)

MGV-GENOME-0234596: 1-34,228 (+)

MGV-GENOME-0229102: 1-33,147 (+)

MGV-GENOME-0229683: 1-33,256 (+)

MGV-GENOME-0233815: 1-34,064 (+)

OTU_1649: 1-42,726 (+)

SRS075084_a1_ct53709_vs1: 1-42,218 (+)

MGV-GENOME-0255962: 1-37,751 (+)

uvig_293194: 1-31,347 (+)

IMGVR_UViG_3300007502_000028|3300007502|Ga0104995_100091: 1-48,706 (+)

SRS098818_a1_ct49324_vs01: 1-39,155 (+)

uvig_578096: 1-36,894 (+)

IMGVR_UViG_3300008333_000079|3300008333|Ga0115302_100221: 1-41,517 (+)

SRS053854_a1_ct9830_vs1: 1-40,909 (+)

SRS018610_a1_ct11844: 1-41,326 (+)
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