MGV-GENOME-0205795:1-29,019 (+)

MGV-GENOME-0202452:1-28,414 (+)

MGV-GENOME-0208862: 1-29,546 (+)

O OB ODPDEN_DDN PO D AT I PPEDDAIAKKAHMHEDEED

MGV-GENOME-0248839: 1-35,384 (+)

) ) ) B DD D) Y b, PO D O DIPPEAIAMKAdHEE2D-D

MGV-GENOME-0261006: 1-35,421 (+)

0 S0 ODPDD_DDA PO D AT INPED-AKKKKKKEHDEE2D-1

MGV-GENOME-0254567: 1-35,468 (+)

) ) ) B DYDY ) D N B D D, b I hat S U D e

MGV-GENOME-0227084: 1-32,761 (+)

0O i 2D 000 DD W PORE 0 O OMDPED-MKHEDBAD

MGV-GENOME-0224387:1-32,290 (+)

O P 0PDE_DD A PO AT PP KKDED—

MGV-GENOME-0248136: 1-32,206 (+)

MGV-GENOME-0209803: 1-29,713 (+)

M O B ODPDE_DDN PO 2D O OO

MGV-GENOME-0230191: 1-31,205 (+)

O O P SDDDDEDDD i oPOBE o0 A DIIMPEKIAKKEAHHDD

MGV-GENOME-0227868: 1-32,904 (+)

MGV-GENOME-0202459: 1-28,415 (-)

M 0 PPDE_JDDN PO D O PhDPED-HKADHDD

MGV-GENOME-0220601: 1-31,653 (+)

M 0 SPPDE_DD PO D AT I PPEDIKAKKKEDH-DIDA 20D

MGV-GENOME-0257146:1-37,955 (+)

MGV-GENOME-0269583: 1-40,194 (+)

MO P OCPEEDE 00N PO 2D O ORNDDEDHKAUKAMDH

MGV-GENOME-0206674:1-29,171 (-)

) ) B Y VYD D)

MGV-GENOME-0232306:1-31,713 (+)

) ), ) DD D)

uvig_256012:1-37,127 (+)

M 0 ODPOEN

MGV-GENOME-0225924: 1-32,558 (+)

MGV-GENOME-0215919: 1-30,824 (+)

), ) ) B DYDY

MGV-GENOME-0208901: 1-29,552 (+)

), ) ) B DY D)

MGV-GENOME-0238352: 1-34,970 (+)

), ) ) B DD D)

MGV-GENOME-0235917: 1-34,505 (+)

), ) ) B DY D)

MGV-GENOME-0228654: 1-33,045 (+)

O D O0P00N

MGV-GENOME-0242972:1-35,648 (+)

M S0 PP0EN

MGV-GENOME-0255030: 1-37,596 (+)

), ) ) B DY)

MGV-GENOME-0249296:1-36,629 (+)

), ) ) B DYDY

MGV-GENOME-0229307: 1-33,183 (+)

D) EDYEDDIDIVEN YY)

MGV-GENOME-0203728:1-28,635 (-)

), ) ) B DYDY

MGV-GENOME-0237913: 1-34,884 (+)

O O D 000D

MGV-GENOME-0270424: 1-40,354 (+)

), ) ) B DI D)

MGV-GENOME-0277461:1-41,724 (+)

0 S0 ODP0EN

MGV-GENOME-0282317: 1-42,700 (+)

O 50 OPP0EN

MGV-GENOME-0258659: 1-38,210 (+)

I ) B b))

MGV-GENOME-0278176:1-41,871 (+)

), ) ) B DY D)

MGV-GENOME-0267394:1-39,781 (+)

O O D 000D

uvig_211205:1-45,206 (+)

[ ) B b))

uvig_189768:1-45,177 (+)

), YD) DY)

MGV-GENOME-0244821:1-34,655 (+)

O O 2D 000D

MGV-GENOME-0230776:1-33,469 (+)

DO PO o0 O+ POPDEIAED

OTU_3907:1-30,601 (+)

k 10000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus) tRNA tmRNA pseudogene
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