uvig_491400_: 1-30,817 (+)

MGV-GENOME-0285168:1-31,877 (+)

uvig 383813:1-36,686 (+)

I DY) )Y ) D MDD DED-CHAEM DNDOOMWEDDIEDIN-D

MGV-GENOME-0275141: 1-37,543 (+)

MGV-GENOME-0240924: 1-35,360 (+)

) Y))b)) ) N OO IAKKBD-CNCODBINIIID

MGV-GENOME-0247289:1-36,290 (+)

MGV-GENOME-0268520: 1-39,996 (+)

I DY) )Y ) D MDD ICKPO-CHOEN LD EDDIEDM-D

IMGVR_UViG_3300029220_000017|3300029220|Ga0168707_100315: 1-40,561 (+)

MGV-GENOME-0269365: 1-37,879 (+)

YD) - OO PO IAKDE-CHGDICDICOOIDNEEDEDD-D

IMGVR_UViG_3300029543_000008|3300029543|Ga0244989_100680: 1-39,939 (+)

MGV-GENOME-0241546: 1-35,436 (+)

) YY)D ) D WDIEDIDI PO DICOOIDEDDE NN

uvig 327732:1-40,711 (+)

uvig 263617:1-40,190 (+)

I D)D) ) N MWDIPDOPICIAKKIDD-CHOBINT DM COOIDHEDDEDIED D

IMGVR_UViG_3300045988_020804|3300045988|Ga0495776_008004: 1-40,744 (+)

IMGVR_UViG_3300045988_014231|3300045988|Ga0495776_153203:1-36,117 (+)

O O DODCRRO ) VD MDD IAKKIDD-CHOEIN OMEOOIDHEDDE DO

MGV-GENOME-0272355:1-40,744 (+)

SAMNO06164489_al _ct26430_vs1: 1-37,338 (+)

IR D)) b ) N OO IAKDD-CHRGBINOICCEIDDEDDEDDD

uvig 257848:1-39,784 (+)

MGV-GENOME-0238206: 1-34,942 (+)

R ) h

uvig_228647:1-41,937 (+)

uvig 242768:1-39,916 (+)

D) D)) ) R R B R,y Y G Ve val i ) W R R Y e,

uvig 242855:1-39,164 (+)

IMGVR_UViG_3300045988_078301|3300045988|Ga0495776_125774:1-38,144 (+)

IR WD) ) D MDD IAKKD-D-HBENDNDODDINDIEDDND

uvig_127392:1-41,008 (+)

uvig_445659:1-44,029 (+)

O OE0DOCE0RooT o TN DIDOII DT DO KKDICHHWENCHMDEOBIMOMNE DD

uvig 172879:1-52,299 (+)

IMGVR_UViG_3300045988_049587|3300045988|Ga0495776_071921: 1-40,207 (+)

O PEOCOEROOE— O N ONMDO KOO KEH-OKNEICHOCOBIDIN DD

uvig_208781:1-48,536 (+)

uvig 79968:1-43,743 (+)

oL PPOCOOREOE o SOENENDOIIRDECC HT OB O KAAKKDD DM CHCCOIWEDEDND

uvig_19408:1-52,081 (+)

uvig 20303:1-50,031 (+)

uvig 19170:1-51,765 (+)

uvig_24430:1-51,477 (+)

- -
uvig 434160:1-55,296 (+)
}

k 20000 nt 1
defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus)




