
MGV-GENOME-0252846: 1-37,216 (+)

uvig_206967: 1-35,710 (+)

uvig_483933: 1-27,462 (+)

Ma_2019_SRR413583_NODE_364_length_38131_cov_3.235765: 1-38,131 (+)

MGV-GENOME-0241709: 1-35,461 (+)

uvig_29310: 1-36,905 (+)

SAMEA2579905_a1_ct44737_vs1: 1-38,350 (+)

IMGVR_UViG_3300029098_000140|3300029098|Ga0169171_100106|92889-128757: 1-35,869 (+)

MGV-GENOME-0255105: 1-35,912 (+)

IMGVR_UViG_3300045988_084099|3300045988|Ga0495776_167305: 1-35,912 (+)

IMGVR_UViG_3300045988_109067|3300045988|Ga0495776_128140: 1-39,157 (+)

uvig_492568: 1-37,277 (+)

MGV-GENOME-0260048: 1-38,450 (+)

uvig_64081: 1-38,076 (+)

uvig_168132: 1-37,463 (+)

IMGVR_UViG_3300045988_052961|3300045988|Ga0495776_068596: 1-36,520 (+)

MGV-GENOME-0249376: 1-36,642 (+)

MGV-GENOME-0251359: 1-36,962 (+)

uvig_251128: 1-35,878 (+)

uvig_147921: 1-38,334 (+)

uvig_279555: 1-28,895 (+)

SRS143598_a1_ct23625_vs01: 1-27,963 (+)

SRS097889_a1_ct16714: 1-39,669 (+)

IMGVR_UViG_3300045988_016223|3300045988|Ga0495776_153619: 1-34,762 (+)

IMGVR_UViG_7000000145_000131|7000000145|SRS050422_LANL_scaffold_90712: 1-36,697 (+)

IMGVR_UViG_3300007184_000020|3300007184|Ga0103258_100658: 1-34,366 (+)

IMGVR_UViG_3300029246_000294|3300029246|Ga0168681_100308|1181-38236: 1-37,056 (+)

uvig_136708: 1-35,620 (+)

IMGVR_UViG_2850192806_000001|2850192806|2850192839|232971-272037: 1-39,067 (+)

MGV-GENOME-0261049: 1-36,088 (+)

MGV-GENOME-0241519: 1-35,431 (+)

uvig_102022: 1-33,623 (+)

uvig_313862: 1-37,701 (+)

IMGVR_UViG_3300029134_000235|3300029134|Ga0168775_100078|190-37686: 1-37,497 (+)

uvig_240028: 1-36,089 (+)

uvig_120124: 1-39,146 (+)

SAMEA2579946_a1_ct53850_vs1: 1-32,489 (+)

uvig_161931: 1-37,879 (+)

OTU_3240: 1-34,836 (+)

uvig_239035: 1-30,415 (+)

SAMEA1906559_a1_ct12683_vs1: 1-28,210 (+)

IMGVR_UViG_2857989793_000004|2857989793|2857989823|57-36600: 1-36,544 (+)

10000 nt
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