
IMGVR_UViG_3300007736_000014|3300007736|Ga0105757_1000039: 1-61,389 (+)

IMGVR_UViG_7000000313_000041|7000000313|SRS058053_LANL_scaffold_24956: 1-58,501 (+)

SRS103983_a1_ct49047: 1-60,558 (+)

SRS144306_a1_ct18856: 1-59,899 (+)

SRS075959_a1_ct4558: 1-60,223 (+)

IMGVR_UViG_3300007915_000001|3300007915|Ga0111495_100023: 1-60,246 (+)

IMGVR_UViG_7000000468_000001|7000000468|SRS077738_LANL_scaffold_1741: 1-60,168 (+)

IMGVR_UViG_3300008433_000004|3300008433|Ga0115379_100020: 1-60,220 (+)

SRS051244_a1_ct31605_vs1: 1-61,706 (+)

IMGVR_UViG_3300008688_000004|3300008688|Ga0111559_1000043: 1-60,508 (+)

IMGVR_UViG_3300008134_000003|3300008134|Ga0111464_100097: 1-61,083 (+)

SRS015596_a1_ct68697_vs1: 1-58,812 (+)

SRS023595_a1_ct55219: 1-60,070 (+)

IMGVR_UViG_3300006678_000011|3300006678|Ga0100058_100205: 1-55,725 (+)

SRS147871_a1_ct16836_vs1: 1-60,687 (+)

SRS143616_a1_ct28507: 1-60,545 (+)

IMGVR_UViG_3300006290_000001|3300006290|Ga0099549_100015: 1-56,005 (+)

IMGVR_UViG_3300007869_000002|3300007869|Ga0111024_100010: 1-59,635 (+)

IMGVR_UViG_7000000095_000028|7000000095|SRS018975_WUGC_scaffold_14773: 1-59,954 (+)

SRS023538_a1_ct1995_vs1: 1-62,801 (+)

IMGVR_UViG_3300006348_000002|3300006348|Ga0099694_100017: 1-60,487 (+)

IMGVR_UViG_3300007065_000002|3300007065|Ga0102727_100032: 1-60,674 (+)

IMGVR_UViG_3300008565_000007|3300008565|Ga0111061_1000043: 1-60,723 (+)

IMGVR_UViG_3300007368_000012|3300007368|Ga0104977_1000087: 1-60,599 (+)

IMGVR_UViG_7000000709_000001|7000000709|SRS019906_WUGC_scaffold_12674: 1-59,828 (+)

SRS019906_a1_ct8687: 1-59,804 (+)

IMGVR_UViG_3300008347_000001|3300008347|Ga0115411_1000111: 1-59,882 (+)

IMGVR_UViG_3300008102_000001|3300008102|Ga0114249_1000041: 1-59,346 (+)

IMGVR_UViG_3300008454_000007|3300008454|Ga0115310_100140: 1-59,695 (+)

SRS147076_a1_ct253: 1-60,522 (+)

IMGVR_UViG_3300007355_000004|3300007355|Ga0104762_1000061: 1-60,584 (+)

IMGVR_UViG_3300007711_000013|3300007711|Ga0105642_1000042: 1-60,481 (+)

SRS017533_a1_ct12663_vs01: 1-60,417 (+)

SRS147745_a1_ct8988: 1-61,033 (+)

IMGVR_UViG_3300008144_000006|3300008144|Ga0114284_1000180: 1-59,977 (+)

SRS051930_a1_ct10351: 1-59,886 (+)

IMGVR_UViG_3300008650_000006|3300008650|Ga0111455_1000177: 1-56,491 (+)

MGV-GENOME-0330619: 1-59,388 (+)

SAMEA2737919_b1_ct6: 1-59,333 (+)

IMGVR_UViG_3300045988_047031|3300045988|Ga0495776_020310: 1-61,038 (+)

SRS105121_a1_ct5278: 1-60,408 (+)

SRS017634_a1_ct15695: 1-46,104 (+)

20000 nt


