
uvig_590683: 1-44,805 (+)

uvig_589451: 1-43,251 (+)

Han_2018_ERR1398228_NODE_267_length_45371_cov_9.756863: 1-45,371 (+)

IMGVR_UViG_3300045988_063347|3300045988|Ga0495776_137801: 1-45,421 (+)

IMGVR_UViG_3300045988_069217|3300045988|Ga0495776_014153: 1-44,864 (+)

IMGVR_UViG_3300045988_063452|3300045988|Ga0495776_086456: 1-44,829 (+)

uvig_587868: 1-43,983 (+)

IMGVR_UViG_3300045988_087772|3300045988|Ga0495776_094643: 1-42,970 (+)

MGV-GENOME-0283954: 1-42,970 (+)

SAMN05414965_a1_ct19270_vs1: 1-39,843 (+)

MGV-GENOME-0226275: 1-32,619 (+)

uvig_593255: 1-44,919 (+)

SAMN09781784_a1_ct729: 1-44,864 (+)

MGV-GENOME-0289935: 1-44,260 (+)

uvig_597328: 1-43,769 (+)

uvig_579277: 1-44,430 (+)

uvig_592457: 1-44,801 (+)

uvig_595950: 1-44,383 (+)

IMGVR_UViG_3300045988_075961|3300045988|Ga0495776_132375: 1-44,301 (+)

MGV-GENOME-0232760: 1-33,861 (+)

IMGVR_UViG_3300045988_107297|3300045988|Ga0495776_014095: 1-44,764 (+)

IMGVR_UViG_3300045988_100481|3300045988|Ga0495776_012786: 1-44,460 (+)

uvig_255559: 1-43,867 (+)

SAMN09781772_a1_ct19702: 1-45,664 (+)

uvig_594508: 1-45,802 (+)

MGV-GENOME-0286511: 1-43,501 (+)

uvig_591573: 1-44,336 (+)

uvig_582333: 1-44,380 (+)

uvig_579903: 1-44,454 (+)

uvig_595430: 1-40,646 (+)

SAMN09781757_a1_ct275560_vs1: 1-37,030 (+)

IMGVR_UViG_3300045988_060953|3300045988|Ga0495776_014493: 1-45,115 (+)

uvig_367993: 1-45,029 (+)

uvig_580453: 1-40,494 (+)

SAMN09781730_a1_ct98588_vs1: 1-44,590 (+)

uvig_588214: 1-44,758 (+)

SAMN09781713_a1_ct9087: 1-43,444 (+)

MGV-GENOME-4420830: 1-44,085 (+)

IMGVR_UViG_3300045988_079017|3300045988|Ga0495776_024915: 1-41,046 (+)

IMGVR_UViG_3300045988_065891|3300045988|Ga0495776_055877: 1-43,328 (+)

MGV-GENOME-0285722: 1-43,328 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA


