uvig_134851:1-36,461 (+)

|

IMGVR_UViG_3300029770_000343|3300029770|Ga0168716_100597|12380-48358: 1-35,979 (+)

%

SAMEA2737697_al_ct940: 1-36,324 (+)

%

uvig_324145:1-35454 (+)

§

uvig 2495583:1-36,732 (+)

%

uvig 330537:1-38,587 (+)

%

MGV-GENOME-0307095: 1-36,765 (+)

vl B

%

IMGVR_UViG_3300029565_000230|3300029565|Ga0244861_100135|3980-40423: 1-36,444 (+)

>

uvig_35677:1-35,488 (+)

MGV-GENOME-0221991:1-28,112 (+)

%

SAMEA2737759_al_ct24126:1-36,864 (+)

%

MGV-GENOME-0275998: 1-34,062 (+)

§

uvig 174042:1-40,267 (+)

MGV-GENOME-0258968: 1-38,260 (+)

%

MGV-GENOME-0207899: 1-29,372 (+)

%

uvig 152013_:1-44,776 (+)

wllvilvilvElvEle e

%

IMGVR_UViG_3300045988_033376|3300045988|Ga0495776_042646:1-36,423 (+)

§

MGV-GENOME-0258595: 1-38,199 (+)

|

IMGVR_UViG_3300045988_034846|3300045988|Ga0495776_008851:1-38,199 (+)

%

uvig 341879:1-45,299 (+)

MGV-GENOME-0258108: 1-38,122 (+)

i

IMGVR_UViG_3300045988_043756|3300045988|Ga0495776_008826: 1-38,122 (+)

%

MGV-GENOME-0232467:1-31,477 (+)

%

uvig 579510:1-37,613 (+)

%

uvig_310780: 1-40,229 (+)

%

MGV-GENOME-0271831:1-36,587 (+)

%

MGV-GENOME-0253527: 1-37,345 (+)

;

MGV-GENOME-0279349: 1-37,492 (+)

%

MGV-GENOME-0269818:1-36,291 (+)

%

uvig_400354:1-42,103 (+)

MGV-GENOME-0250125:1-36,756 (+)

uvig 341540:1-38,294 (+)

%

uvig 514689:1-47,393 (+)

%

SAMNO06164872 a1l ct108581 vs1:1-42,850 (+)

} 10000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA
I




