|

SAMEA2579912 _al _ct13957_vs1:1-45,950 (+)

|

MGV-GENOME-0311292:1-41,429 (+)

é

uvig 113862:1-50,378 (+)

é

SRS075347_al_ct132700_vs1: 1-40,227 (+

|

TemPhD_cluster_49785: 1-40,931 (+)

|

SAMEA5803487_al_ct959_vs1:1-35,686

+

|

)

SAMNO1779868 a1l _ct2210_vs1:1-42,850 (+)

|

uvig 315928:1-39,992 (+)

)

|

Sgogdoogga

IMGVR_UViG_3300014290_000005|3300014290|Ga0134363_100059: 1-40,339 (+)

é

SRS142680_al_ct47266_vs1: 1-40,353 (+)

|

Sy

Lim_Twin_A2_NODE 2_length 41355 _cov_36.108931:1-41,355 (+)

|

IMGVR_UViG_3300045988_091053|3300045988|Ga0495776_007044: 1-40,042 (+)

|

MGV-GENOME-0268764: 1-40,042 (+)

|

g O

IMGVR_UViG_2925807887_000001|2925807887|2925807887|657141-701673: 1-44,533 (+)

|

IMGVR_UViG_3300008715_000007|3300008715|Ga0115609_1000299: 1-40,783 (+)

é

MGV-GENOME-0270193: 1-40,310 (+)

|

uvig 288056:1-40,155 (+)

|

U Ud g

IMGVR_UViG_3300008278_000020|3300008278|Ga0114262_100212: 1-41,552 (+)

|

SRS074676_al_ct41390_vs1: 1-41,337 (+)

|

0 U

IMGVR_UViG_3300011982_000048|3300011982|Ga0119773_1000030: 1-40,707 (+)

é

i

IMGVR_UViG_3300006260_000022|3300006260|Ga0099518_100374: 1-40,333 (+)

é

uvig_179460: 1-41,324 (+)

é

MGV-GENOME-0273271:1-40,910 (+)

|

J oo

IMGVR_UViG_3300045988 053583|3300045988|Ga0495776_042675:1-36,430 (+)

|

MGV-GENOME-0245054:1-35,953 (+)

|

g U

IMGVR_UViG_2534681879_000002|2534681879|2534758206|51766-92334: 1-40,569 (+)

|

TemPhD_cluster_23649_:1-39,859 (+)

é

?
%

IMGVR_UViG_3300006321_000004|3300006321|Ga0099624_100395: 1-40,352 (+)

é

IMGVR_UViG_3300008274_000004|3300008274|Ga0114252_100111:1-38,192 (+)

|

MGV-GENOME-0260415:1-38,522 (+)

|

0 U

IMGVR_UViG_3300045988_096174|3300045988|Ga0495776_085762:1-38,522 (+)

|

MGV-GENOME-0275583:1-41,343 (+)

|

g O

%

)

SRS149671 al ct38644 vs01:1-32,075 (+

|

|

|
%

IMGVR_UViG_3300045988_094566|3300045988|Ga0495776_173452

:1-42,069 (+)

é

MGV-GENOME-0289735: 1-42,069 (+)

|

SRS148724 al ct18387_vs1:1-46,350 (+)

0 0 O

MGV-GENOME-0236251:1-34,569 (+)
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IMGVR_UViG_3300008128_000005|3300008128|Ga0114847_100100: 1-49,115 (+)

|

O

IDEEOEAND-CH=HNIED DD OO

SAMN11031389_a1_ct3999:1-40,173 (+)
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