DO ORI IR ICCHD

MGV-GENOME-0163137:1-22,235 (+) '

OO DRI KD XK KHRD

n
MGV-GENOME-0170941: 1-23,329 (+)

OO ORI KA KKK H®D

MGV-GENOME-0161653:1-22,041 (+)

PO ORI KA KD

"
MGV-GENOME-0163927:1-22,350 (+)

OO ORI =K KEKICHD

MGV-GENOME-0183282: 1-22,102 (+)

OO XD KK KKK D

MGV-GENOME-0171194: 1-23,366 (+) '

DO ORI HKID—CERIACKKIEHD

"
MGV-GENOME-0179794: 1-24,632 (+)

OO ORI KK KKK KD

"
MGV-GENOME-0168966: 1-23,051 (+)

OO OO RRACKRC A KA KKK HD

MGV-GENOME-0159161:1-21,705 (+)

PO ORI KD IICD

"
MGV-GENOME-0172858: 1-23,601 (+)

OO ORI KK AKEHD

MGV-GENOME-0176982: 1-24,220 (+) r

OO XODARIRRAKKK DK KKK D

MGV-GENOME-0173833:1-23,742 (+)

DO ORI HKID—D-ERKIACKICHD

MGV-GENOME-0179742: 1-24,623 (+)

OO XD KK KKK D

MGV-GENOME-0173219:1-23,656 (+)

OO XD R KKK KCHRD

MGV-GENOME-0173063: 1-23,632 (+)

OO ORI KA CEKHRD

—_— "
MGV-GENOME-0184071: 1-25,295 (+)

OO SXODARKHE AR KA AKEKHD

MGV-GENOME-0176337:1-24,121 (+) T

OO XODARIRIAAK BRI KD

MGV-GENOME-0177479:1-24,290 (+) )

OO ORI HID—EAAC XKD

"
MGV-GENOME-0172876: 1-23,604 (+)

OO DDA K =D KKK D

MGV-GENOME-0183045: 1-25,142 (+) '

D DRI KD HED

MGV-GENOME-0174381:1-23,824 (+)

C OO ORI OEEI—E-EEIC KD

"
MGV-GENOME-0191416:1-26,481 (+)

OO XODA-EHIAEE KK RRIKCE KKKE KD

MGV-GENOME-0204179:1-25,659 (+)

OO ORI HIBD— DX KCKHD

MGV-GENOME-0193118:1-26,770 (+) '

OO PDARKIACHRAARRIC R KA IEKHD

"
MGV-GENOME-0174389: 1-23,826 (+)

OO XODAEEREAEERCRRACE KKK HRD

—_—
MGV-GENOME-0191432:1-26,485 (+)
Do DA R KA EEEHD
MGV-GENOME-0245696:1-28,364 (+)

OO AR AR KKK XKD

MGV-GENOME-0190712:1-26,371 (+)

uvig 116342:1-32,347 (+) '

OO XODARIRRAKKK HIDA——aAAHEIIC KD

MGV-GENOME-0197633:1-27,561 (+)

OO XODARKCKRRACKIKERRRC A KKK KD

MGV-GENOME-0194093: 1-26,940 (+)

OO DDA AR KA KKK HRD

MGV-GENOME-0191431:1-26,485 (+)

DO ORI KA KKK KD

MGV-GENOME-0187946:1-25,914 (+)

OO OXPDARRCKRRAKK K =R KKK KD

n
MGV-GENOME-0199851:1-27,949 (+)

OO ORI AR KA KHRD

MGV-GENOME-0273466:1-28,269 (+)

OO DRI KIAKAICCHD

"
MGV-GENOME-0199554: 1-27,895 (+)

OO IIDDARKAIEKKAC AR KKK KHD

MGV-GENOME-0191396:1-26,478 (+)

OO XODARKKRRACKKK DRI KKK KKRKCD

MGV-GENOME-0210982: 1-28,225 (+) y

D B/, /(400 0 O O 0 O G { { GO

MGV-GENOME-0193496: 1-26,838 (+)

OO DDA KD KA MK KRD

MGV-GENOME-0193700: 1-26,874 (+)

MGV-GENOME-0201854: 1-28,301 (+)

MGV-GENOME-0209948: 1-28,849 (+)

PO XODARKCRIKAA_KKIDDPEEADC KK KKACIHD

MGV-GENOME-0216795:1-30,989 (+)

IMGVR_UViG_3300029535_000147|3300029535|Ga0244855_100040| 17384—5?728: 1-36,345 (+)

I B N 0 O (B FRIA AR KA KIAKIHD

IMGVR_UViG_3300029235_000271|3300029235|Ga0168722_100488|14639-56725: 1-42,087 (+)

MGV-GENOME-0252489:1-37,156 (+)

IMGVR_UViG_3300045988_177036|3300045988|Ga0495776_109700: 1-41,317 (+)

uvig 217819:1-41,052 (+)

OO ORI HKID—<CTD—CK < KKK KKK KCHRD

IMGVR_UViG_3300029212_000200|3300029212|Ga0168695_100010[51622-100760: 1-49,139 (+)

uvig_49604:1-48,893 (-)

OO ORI <KD X {0 XK KK KKEKCHD

MGV-GENOME-0324087:1-56,189 (+)

IMGVR_UViG_3300045988_171841|3300045988|Ga0495776_055635: 1-43,212 (+)

IMGVR_UViG_3300029603_000295|3300029603|Ga0245139_100134(85715-128492: 1-42,778 (+)

IMGVR_UViG_3300008672_000287|3300008672|Ga0111519_100135[48541-95870: 1-47,330 (+)

uvig_367305:1-40,819 (+)

OO ORI KD DD DX D-ERKIK KRR KKK KKK KRD

uvig 398984:1-47,898 (+)

uvig 329542:1-43,791 (+)

OO DA AT KK K KRR KKK XKD

uvig 513486:1-51,609 (+)

I I B (O O e oy G O 0 R N (G0 G , G O O O (G e (e e - Y

uvig 336:1-48,404 (+)

uvig 49121_:1-51,640 (+)

i
OO ORI D0 OO T DDA KK KKK D
K

uvig 293216:1-55,002 (+)

OO ORI HID—HD—CK

uvig 190431:1-55417 (+)

PO ORI HID—-CHE DA (K A KA KA ICCHD

SAMEA2737676_al_ct17470_vs1: 1-55,000 (+)

IMGVR_UViG_3300008520_000332|3300008520|Ga0111044_100212|3-53312: 1-53,310 (+)

Ma_2019_SRR341702_NODE_261_length_50570_cov_3.329843: 1-50,570 (+)

IMGVR_UViG_3300045988_136347|3300045988|Ga0495776_110346: 1-41,588 (+)

PO ORI KID—CHKHDAEHDH D EKEEETEHH- PRI KKK KCHRD

uvig_126634:1-51,117 (+)

uvig_184050: 1-52,085 (+)

OO ORI K =ID—D0EobD- D00 PRI KKK KKK KD

uvig_542880: 1-54,062 (+)

SRS022524 a1 _ct8803_vs01:1-56,500 (+)
} 20000 nt i

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA
I




