uvig_166005:1-19,171 (+

uvig_252289:1-18,790 (+)
uvig_572288:1-20,695 (+)

uvig_160377:1-19,685 (+)

) D DI D) e
)

L

~

uvig 73860:1-19,926 (+)

)

OTU_5927:1-19,208 (+)

uvig_64190: 1-20,822 (+)

)
)
)
) DL O DN
)
)
)

uvig_568477:1-19,530 (+)

SAMN11252287 a1 ct119403_vs1: 1-16,364 (-)

ol DD DI D)

uvig 256147:1-17,977 (+)

SAMEA2580021_b1 _ct91 vs2:1-17,964 (+)

uvig 131530:1-21,196 (+)

| ) ) Al NI D DN

oA

uvig 251524:1-21,655 (+)

A

uvig_125972:1-22,157 (+)

2

SAMEA2580133_a1_ct61228 vs1:1-14,570 (+)

LA L DO LD

OTU_7419:1-14,883 (-)

: L DD D
uvig_587072:1-15,976 (+)

, o DU D
uvig 312431:1-13,357 (+)

, L D D
uvig_468073:1-12,610 (-)

VD DU
SAMEA2737703_al _ct17765_vs1:1-12,267 (-)
A L D) L

uvig 434595 :1-13,404 (-)

A VD I N, L DD
uvig 44993:1-12,332 (+)

, N VI D ) D
uvig_66325:1-14,893 (+)

, L O )
uvig_84353:1-13,830 ()

DD D) )Y e Y D) ) D I,

uvig 78356:1-16,571 (-)
\ ) ) DL DD ID) e L D) L
MGV-GENOME-0171451:1-23,401 (+)

A D O 00D A L DI L
uvig_430417:1-23,307 (+)
\ ) ) DL DD D) A VI DI L
uvig 164771:1-21,464 (+)

DL OO0 A Y DU L

uvig_113906: 1-23,938 (+)

I DD YD ) D D s R D B b

uvig_256398:1-20,270 (+)

MGV-GENOME-0169529:1-23,129 (+)

DL O O A

| ) ) - O DN A

uvig_286316:1-21,533 (+)

, ) ) VI D ) D B s B B ) s B
uvig_297655:1-14,938 (+)
) ) VDD D) D )
OTU_7227:1-15,373 (+)
) PDEH O 020N A L

MGV-GENOME-0183158:1-25,156 (+)

VDD D) D I . B

uvig_249654:1-23,188 (+)

L

SAMEA2737733_al_ct32515_vs1:1-18,286 (-)

I s N I,

uvig_466692:1-18,496 (-)

I W N, 2

uvig_431719:1-19,582 ()

)

uvig_278593:1-15,263 (+)
t 10000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) tRNA
I




