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MGV-GENOME-0201730: 1-28,280 (+)
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MGV-GENOME-0186774:1-25,726 (+)

MGV-GENOME-0185496:1-25,519 (+)
MGV-GENOME-0201963: 1-28,322 (+)

MGV-GENOME-0177567: 1-24,303 (+)

MGV-GENOME-0219310: 1-29,397 (+)
MGV-GENOME-0196614:1-27,371 (+)

MGV-GENOME-0193303: 1-25,964 (+)
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MGV-GENOME-0225082: 1-29,069 (+)
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MGV-GENOME-0190100: 1-24,296 (+)
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MGV-GENOME-0198745:1-27,752 (+)
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MGV-GENOME-0201986: 1-28,326 (+)
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MGV-GENOME-0206744:1-29,183 (+)
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MGV-GENOME-0191582: 1-25,763 (+)
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MGV-GENOME-0223932: 1-29,535 (+)
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OTU_4406:1-26,746 (+) =

MGV-GENOME-0217304: 1-24,147 (+)
MGV-GENOME-0179612: 1-24,605 (+)

MGV-GENOME-0192951:1-26,742 (+)

uvig 119932:1-33,074 (+)

MGV-GENOME-0209111:1-24,187 (+)
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uvig 480881:1-31,158 (+)
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MGV-GENOME-0201318: 1-28,204 (+)
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uvig_237357:1-29,954 (+)
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MGV-GENOME-0200319: 1-25,588 (+)
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uvig_388543:1-23,897 (+)
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MGV-GENOME-0176680: 1-23,835 (+) B
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MGV-GENOME-0175540: 1-23,996 (+)
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MGV-GENOME-0175026: 1-23,916 (+)
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MGV-GENOME-0174182:1-23,795 (+)
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MGV-GENOME-0175938: 1-24,057 (+)
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MGV-GENOME-0191907:1-26,569 (+)

| ) oD S DEEOETDDPA /A S 0 O S0 oSO I s G O e V) I 0 )00 B D B I D) ) I s VI ) D I B

uvig 291429:1-35,304 (+)

uvig 79279:1-36,633 (+)
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uvig_416529:1-26,597 (+)
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MGV-GENOME-0247592:1-36,342 (+)
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uvig 431928:1-23,070 (+)
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uvig_469111: 1-25,565 (+)

SAMEA2737794_al_ct109907_vs1:1-23,863 (+)
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uvig 54116: 1-18,136 (+)
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