
uvig_88430: 1-16,160 (+)

SAMN11893712_a1_ct919_vs1: 1-15,442 (-)

MGV-GENOME-0112176: 1-16,577 (-)

uvig_82074: 1-15,673 (+)

MGV-GENOME-0106524: 1-16,127 (-)

SRS147557_a1_ct207655_vs1: 1-17,093 (-)

SAMEA5803441_a1_ct7385_vs1: 1-16,578 (+)

SRS062654_a1_ct28081_vs1: 1-16,096 (-)

MGV-GENOME-0107589: 1-16,206 (+)

MGV-GENOME-0108965: 1-16,313 (+)

MGV-GENOME-0110435: 1-16,433 (-)

uvig_105982: 1-16,567 (+)

SAMN09781715_a1_ct65121_vs1: 1-16,060 (+)

MGV-GENOME-0110987: 1-16,479 (+)

SRS020233_a1_ct54863_vs1: 1-16,487 (+)

MGV-GENOME-0113871: 1-16,716 (+)

MGV-GENOME-0103136: 1-15,866 (-)

MGV-GENOME-0108875: 1-16,306 (+)

uvig_209543: 1-14,422 (+)

uvig_89247: 1-15,542 (-)

MGV-GENOME-0105583: 1-16,051 (-)

uvig_212851: 1-15,758 (+)

uvig_247212: 1-16,001 (+)

MGV-GENOME-0101361: 1-15,732 (-)

MGV-GENOME-0110341: 1-16,425 (+)

MGV-GENOME-0111768: 1-16,545 (+)

uvig_217090: 1-15,973 (+)

MGV-GENOME-0105611: 1-16,053 (-)

uvig_72484: 1-16,444 (-)

MGV-GENOME-0117472: 1-17,026 (-)

MGV-GENOME-0111550: 1-16,525 (-)

Ma_2019_SRR341670_NODE_1642_length_17239_cov_60.530668: 1-17,239 (+)

uvig_246870: 1-16,068 (+)

MGV-GENOME-0094657: 1-15,236 (+)

MGV-GENOME-0106503: 1-16,126 (-)

MGV-GENOME-0106942: 1-16,158 (+)

MGV-GENOME-0077624: 1-13,780 (-)

MGV-GENOME-0078249: 1-13,830 (-)

MGV-GENOME-0072614: 1-13,385 (-)

SAMN10290207_a1_ct2227_vs1: 1-12,831 (-)

6000 nt


