MGV-GENOME-0202416:1-28,405 (+)
MGV-GENOME-0190053: 1-26,264 (+)
MGV-GENOME-0189865:1-26,232 (+)
MGV-GENOME-0214971:1-30,655 (+)
MGV-GENOME-0191223:1-26,450 (+)
MGV-GENOME-0188852:1-26,061 (+)

MGV-GENOME-0193914: 1-26,905 (-)
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uvig 515064:1-33,156 (+)
MGV-GENOME-0220089: 1-31,567 (+)
uvig 488194:1-28,673 (+)
MGV-GENOME-0246624:1-36,193 (+)
MGV-GENOME-0196239:1-27,304 (+)
MGV-GENOME-0218930: 1-31,376 (-)

MGV-GENOME-0209067: 1-29,580 (+)

uvig 407525:1-33,300 (-)

MGV-GENOME-0289322: 1-44,123 (+)

IMGVR_UViG_3300045988_012654|3300045988|Ga0495776_139528:1-43,643 (+)

uvig 206527:1-62,027 (+)
}
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