
IMGVR_UViG_2576861634_000002|2576861634|2576905350|2269125-2307558: 1-38,434 (+)

TemPhD_cluster_61992: 1-36,654 (+)

TemPhD_cluster_36839_: 1-39,404 (+)

uvig_394551: 1-42,628 (+)

TemPhD_cluster_26216: 1-36,760 (+)

IMGVR_UViG_2872092312_000004|2872092312|2872092312|3685932-3724509: 1-38,578 (+)

uvig_395103: 1-32,768 (+)

uvig_325022: 1-35,682 (+)

IMGVR_UViG_3300029160_000047|3300029160|Ga0120251_10070|16309-57071: 1-40,763 (+)

uvig_370742: 1-39,508 (+)

IMGVR_UViG_2571042055_000008|2571042055|2571046797|37941-77637: 1-39,697 (+)

IMGVR_UViG_3300014738_000032|3300014738|Ga0121361_100035|9131-48318: 1-39,188 (+)

IMGVR_UViG_2576861515_000001|2576861515|2576892066: 1-36,371 (+)

TemPhD_cluster_24884: 1-36,276 (+)

TemPhD_cluster_20600: 1-36,275 (+)

IMGVR_UViG_3300014598_000009|3300014598|Ga0121374_100082|37490-77311: 1-39,822 (+)

IMGVR_UViG_3300011959_000054|3300011959|Ga0120831_100002|3-39892: 1-39,890 (+)

TemPhD_cluster_62259: 1-35,548 (+)

TemPhD_cluster_51286: 1-35,580 (+)

TemPhD_cluster_51284: 1-35,582 (+)

TemPhD_cluster_33452: 1-35,682 (+)

MGV-GENOME-0246098: 1-36,109 (+)

TemPhD_cluster_30399: 1-36,871 (+)

TemPhD_cluster_37621_: 1-34,980 (+)

TemPhD_cluster_61993: 1-36,649 (+)

TemPhD_cluster_62098: 1-36,282 (+)

SAMN01773384_a1_ct9876_vs1: 1-35,900 (+)

uvig_577628: 1-29,543 (+)

MGV-GENOME-0207465: 1-29,299 (+)

uvig_295040: 1-30,590 (+)

TemPhD_cluster_37583_: 1-35,284 (+)

SAMEA2580055_a1_ct5704_vs1: 1-38,700 (+)

uvig_107360: 1-36,573 (+)

IMGVR_UViG_2872102953_000001|2872102953|2872102953|1835342-1877032: 1-41,691 (+)

IMGVR_UViG_2648501745_000001|2648501745|2648562944|61286-106768: 1-45,483 (+)

IMGVR_UViG_2775507006_000004|2775507006|2775534463|4022449-4061228: 1-38,780 (+)

TemPhD_cluster_43118: 1-37,689 (+)

TemPhD_cluster_62095: 1-36,282 (+)

MGV-GENOME-0267952: 1-39,893 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA


