o DUDEOCCODDONIN L0 ) <RI AR RRHI RPN

MGV-GENOME-0365028: 1-98,170 (+)

oL _DODIPECCODONCII o0 ) KRR RO
IMGVR_UViG_3300045988_037107|3300045988|Ga0495776_012252:1-98,170 (+)

L OB DDORLLCOCINCIN O ) B2 O 4 (O G 0 I
SRS017120_a1 _ct30916_vs1:1-93,668 (+)

D B B VBN 0 ) KRRIHHKIKIC IR TP
IMGVR_UViG_3300008537_000002|3300008537|Ga0111051_100092: 1-99,885 (+)

O EBDDIECOONN 0 ) KUK IR CHRCIMDE
SAMN11031318_a1_ct2541:1-100,841 (+)

O EDCOCCCODONENDN o0 ) KKK MR
SRS054687_a1_ct8115:1-98,790 (+)

I DUOLECODONDID L0 ) KKHICHRIKKKK R R HTKINDT)
MGV-GENOME-0365456: 1-98,621 (+)

N B DUDIOOINN 0 ) I KRICKKC MR RGO
IMGVR_UViG_3300045988_039291|3300045988|Ga0495776_012037: 1-99,498 (+)

EODBOOIREOOHIIE—5 ! KKK KRR
MGV-GENOME-0365719: 1-98,927 (+)

O DODIRLOCHDRC OO ) RO HKIKKK— AT

MGV-GENOME-0366279:1-99,679 (+)

C OO0 DUDDWODDDOIDHID X oL p U KRR R RHHROKIDD )
MGV-GENOME-4434221:1-99,566 (+) I | I
EDODCBERCIEOCNNC O X IR KK R UMD
SAMEA2738078_b1_ct7:1-99,511 (+)

DD EIIEEE I D, ) KRR KR HIH R IKINDDE X
IMGVR_UViG_3300029728_000005|3300029728|Ga0245197_100267: 1-100,579 (+) ' / I

DL ODODDIEDDONDO O p AR MK R
IMGVR_UViG_3300045988_051523|3300045988|Ga0495776_000132: 1-97,768 (+)

CED BRI ERYYD X i KRR K RRKUMHARUCKKMIMND p
SAMEA2737979_b1_ct5:1-97,713 (+) ' I I !
CEoED0DEREIEODOMED L ) ACAICHKRIIC AR R AR KNP
IMGVR_UViG_7000000394_000002|7000000394|SRS019607_WUGC _scaffold_11511: 1-102,267 (+)

D O DDOROEEDDDIMDI X O ) KRR RINDT
IMGVR_UViG_3300007996_000002|3300007996|Ga0111052_100060: 1-102,333 (+)

DL DU DRDODEDDDMIOIC YD, ) IR KKK RO MDD i
IMGVR_UViG_2124908013_000042|2124908013|t300_5520402: 1-102,197 (+) N | I
DICoEBDE0COOEMIC OO ) KRR KRR RO
IMGVR_UViG_3300006320_000001|3300006320|Ga0099576_1000030: 1-100,825 (+)

DU EDDDDREDDENI D, b RIS HHRTKEMMDD i
IMGVR_UViG_3300008715_000005|3300008715|Ga0115609_1000060: 1-100,844 (+) A\l | I

DU EDDDDMECDDUNDDIC X 0 i R HRK—CIEHAHEMHHORMMD p
IMGVR UVIG 3300022578 0000413300022578|Ga0248012 1061: 1-98,574 (+) \ N !

O ODDDEDDEEDDINDI D, p KUK KRR O )
MGV-GENOME-0358407: 1-88,030 (+)

CE_DEODEECOCMOC L A R HAEK KRR HHIMPIEON
IMGVR_UViG_3300045988_031024|3300045988|Ga0495776_011901: 1-99,063 (+)

UL DODILDDOOIDCET O p KRR MK KRR KRR
IMGVR_UViG_3300007123_000017|3300007123|Ga0102684_100023: 1-99,473 (+)

DO OPODEDLOEDDOIDDICE—0 1A KRR
IMGVR_UViG_7000000366_000001|7000000366|SRS065278_LANL _scaffold_60811: 1-98,039 (+)

DY BELL YRR YD D ) AU KRIH MR
IMGVR_UViG_7000000156_000056|7000000156|SRS064423_LANL scaffold_50345: 1-98,013 (+)

LD DODEDOLEDOUNIONY T 0 p ACHIORKRIIC KR R IO
IMGVR_UViG_3300007125_000011|3300007125|Ga0102700_1000078: 1-99,230 (+)

C OO0 DODDDEDLDDUNDOIC YD, i IR KRR R DD )i
SRS051060_al_ct15260: 1-99,184 (+) ! " !

CED YD IIEREED YYD X 0 i KA IR D )
IMGVR_UViG_3300019472_000016|3300019472|Ga0197717_10001: 1-98,077 (+) I i I I

DL DDDDEEDODNI T 0 ) KKK RO
IMGVR_UViG_3300028510_000014|3300028510|Ga0307860_1058: 1-97,950 (+) ! S I !

DU OBODEYOOODDONIIDE0 N hi KRR HIRARRITHHITEIMND p
IMGVR_UViG_3300045988_026368|3300045988|Ga0495776_056856: 1-99,352 (+)

DL ODODDMLCDODMDIOE p ACKCHRKIH KR IRAHHITAMMDE
SRS144090_al_ct10066: 1-100,137 (+)

LU DDDOIEDDDMDIDE DD ) I HIGK KRR IMIHRCHH KO
IMGVR_UViG_330000625%_000001|3300006259|Ga0099458_100082: 1-99,577 (+)

DO DDECCDDONIDDOET O ) KRR IHRICHEHCKOIMD T
MGV-GENOME-0365176: 1-98,314 (+)

DO DOECODDONIDDOET O hi ACKRKHAA KRR
IMGVR_UViG_3300045988_034040|3300045988|Ga0495776_012315: 1-98,314 (+)

DO ODODEDOIEDDONDIOE 0 ) U RIKK KRR
MGV-GENOME-0365596: 1-98,789 (+) I ' '

DL ODDDRRDIEDDDMDICE—0 ) KRR KRGO
NC_067209.1: 1-98,573 (+)

C O OO 0 p R EAHCEIMD
IMGVR_UViG_3300008136_000003|3300008136|Ga0113979_100122: 1-98,805 (+)

DA KKK ) DYDY ) D I, )

SRS053603_al_ct24962 vs1:1-100,864 (+)
t 40000 nt
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I




