
MGV-GENOME-0360225: 1-42,066 (+)

MGV-GENOME-0292205: 1-37,623 (+)

uvig_56869: 1-29,863 (+)

MGV-GENOME-0285250: 1-43,223 (+)

MGV-GENOME-0247508: 1-36,329 (+)

uvig_69459: 1-46,689 (+)

uvig_45160: 1-39,123 (+)

MGV-GENOME-0263548: 1-37,952 (+)

MGV-GENOME-0313111: 1-51,085 (+)

IMGVR_UViG_3300045988_094488|3300045988|Ga0495776_077839: 1-51,085 (+)

IMGVR_UViG_3300045988_107738|3300045988|Ga0495776_077979: 1-51,225 (+)

IMGVR_UViG_3300045988_056514|3300045988|Ga0495776_078201: 1-51,477 (+)

IMGVR_UViG_3300029394_000009|3300029394|Ga0243997_1000535: 1-50,843 (+)

MGV-GENOME-0312696: 1-50,926 (+)

IMGVR_UViG_3300045988_080129|3300045988|Ga0495776_174559: 1-51,942 (+)

Han_2018_ERR1398229_NODE_48_length_51405_cov_212.190925: 1-51,405 (+)

MGV-GENOME-0337113: 1-51,942 (+)

MGV-GENOME-0360018: 1-49,831 (+)

MGV-GENOME-0342707: 1-49,201 (+)

IMGVR_UViG_3300045988_187042|3300045988|Ga0495776_184227|4057-49831: 1-45,775 (+)

IMGVR_UViG_3300045988_011998|3300045988|Ga0495776_152831: 1-47,797 (+)

IMGVR_UViG_3300045988_034497|3300045988|Ga0495776_150446: 1-52,288 (+)

uvig_570217: 1-50,979 (+)

IMGVR_UViG_3300045988_011035|3300045988|Ga0495776_152761: 1-49,254 (+)

IMGVR_UViG_3300029478_000208|3300029478|Ga0244154_100073|4406-55225: 1-50,820 (+)

MGV-GENOME-0354771: 1-47,611 (+)

IMGVR_UViG_3300029462_000119|3300029462|Ga0244093_100132|5726-53480: 1-47,755 (+)

MGV-GENOME-0352293: 1-50,057 (+)

MGV-GENOME-0359752: 1-50,081 (+)

SAMEA2737784_b1_ct55_vs2: 1-55,500 (+)

uvig_132401: 1-54,026 (+)

uvig_29986: 1-68,279 (+)

uvig_288184: 1-63,244 (+)

uvig_452546: 1-59,799 (+)

MGV-GENOME-0309364: 1-40,751 (+)

uvig_387312: 1-35,449 (+)

uvig_286125: 1-42,357 (+)

MGV-GENOME-0280630: 1-42,357 (+)

MGV-GENOME-0308708: 1-37,319 (+)

20000 nt

defence (DefenseFinder) defence (PADLOC) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA


