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O L OHOEDEEEON

DA
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MGV-GENOME-0200197: 1-28,006 (+)
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MGV-GENOME-0173980: 1-23,764 (+)
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MGV-GENOME-0186759:1-25,724 (+)
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MGV-GENOME-0194952: 1-27,080 (+)
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MGV-GENOME-0188712:1-26,036 (+)
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MGV-GENOME-0212101:1-30,118 (+)
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MGV-GENOME-0202489: 1-28,419 (+)
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MGV-GENOME-0208649:1-29,511 (+)
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MGV-GENOME-0209062: 1-29,580 (+)

Lo o0 O OEREE0N

OO

MGV-GENOME-0206302: 1-29,108 (+)
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e

MGV-GENOME-0215739:1-30,792 (+)
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MGV-GENOME-0207089: 1-29,240 (+)
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MGV-GENOME-0199555: 1-27,895 (+)
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MGV-GENOME-0213777:1-30,436 (+)

[  OHOEDDDEOT SOOI KO D00 B D0

MGV-GENOME-0202734:1-26,314 (+)
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MGV-GENOME-0193212:1-26,786 (+)
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MGV-GENOME-4374993:1-22,044 (+)
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MGV-GENOME-0184941:1-25,430 (+)
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MGV-GENOME-4374965:1-22,037 (+) -
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MGV-GENOME-0171569: 1-23,418 (+)
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MGV-GENOME-0183202: 1-25,162 (+)
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MGV-GENOME-0191457:1-26,488 (+)
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