
IMGVR_UViG_3300045988_006350|3300045988|Ga0495776_067602: 1-42,797 (+)

MGV-GENOME-4417932: 1-41,200 (+)

MGV-GENOME-0275552: 1-41,339 (+)

IMGVR_UViG_3300045988_017063|3300045988|Ga0495776_109752: 1-41,339 (+)

MGV-GENOME-0283479: 1-42,892 (+)

MGV-GENOME-0281673: 1-42,576 (+)

uvig_319698: 1-43,853 (+)

IMGVR_UViG_3300007288_000003|3300007288|Ga0104346_100259: 1-42,920 (+)

SRS017248_a1_ct361: 1-42,841 (+)

IMGVR_UViG_7000000178_000002|7000000178|SRS017247_LANL_scaffold_1269: 1-42,866 (+)

MGV-GENOME-0280990: 1-42,431 (+)

uvig_416103: 1-41,303 (+)

MGV-GENOME-0286239: 1-43,440 (+)

IMGVR_UViG_3300045988_004903|3300045988|Ga0495776_018623: 1-42,850 (+)

IMGVR_UViG_3300045988_003981|3300045988|Ga0495776_018621: 1-42,850 (+)

uvig_74286: 1-43,309 (+)

IMGVR_UViG_3300045988_007173|3300045988|Ga0495776_019667: 1-43,339 (+)

IMGVR_UViG_3300045988_011440|3300045988|Ga0495776_002663: 1-42,619 (+)

MGV-GENOME-0281887: 1-42,619 (+)

MGV-GENOME-4419508: 1-42,740 (+)

uvig_37961: 1-42,227 (+)

uvig_319907: 1-43,565 (+)

MGV-GENOME-0285897: 1-43,365 (+)

Ma_2019_SRR413656_NODE_262_length_43365_cov_74.873378: 1-43,365 (+)

MGV-GENOME-0176991: 1-24,221 (-)

MGV-GENOME-0282855: 1-42,801 (+)

uvig_282583: 1-41,485 (+)

uvig_282383: 1-56,607 (+)

uvig_276057: 1-42,691 (+)

MGV-GENOME-0282267: 1-42,691 (+)

uvig_552133: 1-42,973 (+)

MGV-GENOME-0282689: 1-42,769 (+)

uvig_39980: 1-42,717 (+)

MGV-GENOME-0285641: 1-43,309 (+)

IMGVR_UViG_3300045988_018542|3300045988|Ga0495776_029017: 1-40,452 (+)

MGV-GENOME-0277787: 1-41,791 (+)

uvig_136190: 1-41,791 (+)

IMGVR_UViG_3300029135_000005|3300029135|Ga0168740_100326: 1-76,729 (+)
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