
IMGVR_UViG_3300007646_000014|3300007646|Ga0105530_1000277: 1-42,675 (+)

MGV-GENOME-0275811: 1-41,386 (+)

SRS105100_a1_ct69104_vs01: 1-41,237 (+)

SRS045588_a1_ct6046: 1-42,569 (+)

IMGVR_UViG_3300007335_000110|3300007335|Ga0104969_1000124: 1-53,082 (+)

IMGVR_UViG_3300007335_000186|3300007335|Ga0104969_1000124|4306-53007: 1-48,702 (+)

IMGVR_UViG_7000000118_000098|7000000118|SRS024289_LANL_scaffold_40587|8157-56101: 1-47,945 (+)

IMGVR_UViG_3300008594_000168|3300008594|Ga0111090_100057|8700-56459: 1-47,760 (+)

IMGVR_UViG_3300008645_000180|3300008645|Ga0111425_100054|11026-57848: 1-46,823 (+)

IMGVR_UViG_3300045988_177559|3300045988|Ga0495776_148313: 1-47,746 (+)

IMGVR_UViG_3300045988_159006|3300045988|Ga0495776_008045: 1-40,811 (+)

MGV-GENOME-0285136: 1-43,199 (+)

IMGVR_UViG_3300045988_169585|3300045988|Ga0495776_055612: 1-43,199 (+)

IMGVR_UViG_3300045988_179334|3300045988|Ga0495776_100018: 1-44,185 (+)

MGV-GENOME-0279027: 1-42,037 (+)

IMGVR_UViG_3300045988_174933|3300045988|Ga0495776_027604: 1-42,037 (+)

IMGVR_UViG_3300045988_175924|3300045988|Ga0495776_112881: 1-42,594 (+)

IMGVR_UViG_3300045988_176988|3300045988|Ga0495776_046445: 1-41,022 (+)

IMGVR_UViG_3300008142_000304|3300008142|Ga0114286_1000086|1-49773: 1-49,773 (+)

IMGVR_UViG_3300045988_165890|3300045988|Ga0495776_110098: 1-41,485 (+)

IMGVR_UViG_7000000575_000063|7000000575|SRS017227_Baylor_scaffold_61200: 1-38,509 (+)

IMGVR_UViG_3300009393_000009|3300009393|Ga0111010_1000199: 1-39,073 (+)

MGV-GENOME-0218922: 1-31,374 (+)

MGV-GENOME-0197860: 1-27,597 (+)

IMGVR_UViG_3300007993_000006|3300007993|Ga0113877_100139: 1-41,207 (+)

IMGVR_UViG_7000000495_000012|7000000495|SRS020340_Baylor_scaffold_21973: 1-40,206 (+)

SRS148262_a1_ct3785_vs01: 1-61,700 (+)

SRS144374_a1_ct9621_vs01: 1-56,400 (+)

IMGVR_UViG_3300008688_000012|3300008688|Ga0111559_1000093: 1-46,611 (+)

IMGVR_UViG_7000000472_000020|7000000472|SRS051244_LANL_scaffold_15987: 1-41,988 (+)

SRS051244_a1_ct28079_vs1: 1-30,160 (+)

IMGVR_UViG_3300008140_000177|3300008140|Ga0114165_1000228: 1-41,256 (+)

SRS019128_a1_ct117670_vs01: 1-31,731 (+)

IMGVR_UViG_7000000416_000146|7000000416|SRS011343_Baylor_scaffold_66989|8157-46864: 1-38,708 (+)

IMGVR_UViG_3300007121_000101|3300007121|Ga0102671_100008|141237-179784: 1-38,548 (+)

SRS076874_a1_ct14794_vs1: 1-33,543 (+)

SRS019176_a1_ct137131_vs01: 1-32,827 (+)

SRS051228_a1_ct10125_vs01: 1-27,820 (+)
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