
MGV-GENOME-0244682: 1-35,899 (+)

IMGVR_UViG_3300045988_119137|3300045988|Ga0495776_143693: 1-35,221 (+)

SRS014728_a1_ct13264_vs1: 1-35,596 (+)

IMGVR_UViG_3300008420_000018|3300008420|Ga0115228_100249: 1-34,537 (+)

IMGVR_UViG_3300007996_000035|3300007996|Ga0111052_100434: 1-35,892 (+)

IMGVR_UViG_3300007220_000043|3300007220|Ga0104054_100617: 1-35,456 (+)

SRS058336_a1_ct13641: 1-36,217 (+)

IMGVR_UViG_3300008275_000020|3300008275|Ga0114253_1000332: 1-35,788 (+)

SAMEA2738120_b1_ct8: 1-35,812 (+)

SRS051060_a1_ct19245_vs01: 1-35,171 (+)

IMGVR_UViG_3300045988_108666|3300045988|Ga0495776_104075: 1-33,615 (+)

IMGVR_UViG_3300008306_000008|3300008306|Ga0115184_1000074: 1-35,465 (+)

IMGVR_UViG_7000000554_000020|7000000554|SRS058336_LANL_scaffold_2601: 1-33,519 (+)

IMGVR_UViG_3300045988_113479|3300045988|Ga0495776_017754: 1-35,867 (+)

MGV-GENOME-0240300: 1-35,268 (+)

SAMEA2738049_b1_ct8: 1-35,424 (+)

IMGVR_UViG_3300045988_120683|3300045988|Ga0495776_174860: 1-32,996 (+)

MGV-GENOME-0234831: 1-34,277 (+)

SRS077239_a1_ct17966_vs1: 1-37,006 (+)

IMGVR_UViG_3300045988_106103|3300045988|Ga0495776_018140: 1-36,071 (+)

MGV-GENOME-0245825: 1-36,071 (+)

MGV-GENOME-0231513: 1-33,615 (+)

SRS078248_a1_ct5442: 1-35,937 (+)

IMGVR_UViG_3300007167_000019|3300007167|Ga0102715_1000088: 1-35,422 (+)

SRS098065_a1_ct8122: 1-35,882 (+)

SRS049448_a1_ct18830: 1-35,577 (+)

IMGVR_UViG_3300007314_000021|3300007314|Ga0104968_100279: 1-36,378 (+)

IMGVR_UViG_3300034069_000305|3300034069|Ga0370205_001204: 1-35,496 (+)

SRS147178_a1_ct11634_vs01: 1-37,006 (+)

SRS022143_a1_ct22710: 1-35,206 (+)

IMGVR_UViG_3300022496_000014|3300022496|Ga0242632_10003: 1-33,370 (+)

MGV-GENOME-0216899: 1-31,007 (+)

SRS143879_a1_ct16746_vs01: 1-28,771 (+)

SRS018923_a1_ct3300_vs1: 1-39,317 (+)

MGV-GENOME-0189644: 1-26,194 (+)

SRS019270_a1_ct52602_vs01: 1-26,343 (+)

MGV-GENOME-0174420: 1-23,830 (+)

SRS101382_a1_ct48607_vs1: 1-30,138 (+)

10000 nt
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