D D ) D YD

D ) DD D

MGV-GENOME-0205017: 1-28,873 (+)

MGV-GENOME-0177953: 1-24,358 (+)

MGV-GENOME-0170823: 1-23,313 (+)

) D I ) DD I

MGV-GENOME-0217751:1-31,157 (+)

a
) DD, DD D
H
!

DD ) DD YD

MGV-GENOME-0211760: 1-30,054 (+)

) DD D) D DD D

uvig 235471:1-31,261 (+)

DD D) D D ! )
MGV-GENOME-0200292: 1-28,025 (+)
D D I D) DD D ! )
MGV-GENOME-4405522: 1-27,755 (+)
D D I D) DD D b
MGV-GENOME-0236429: 1-29,394 (+)
DD D) D D ! )
MGV-GENOME-0217984: 1-29,849 (+)
D D I D) DD D y
MGV-GENOME-0226829: 1-31,369 (+)
b
MGV-GENOME-0190981: 1-26,415 (+)
D D I D) DD D
uvig 200384 1-36,362 (+)
D D I D) DD D ! )
Kang_ 0013 _STO01_A NODE_52_length_35458_cov_613.065757: 1-35,458 (+)
D D I D) DD D b
MGV-GENOME-0218291:1-31,253 (+)
D D) D D D X
uvig_130444:1-31,127 (+)
D D I D) DD D h
MGV-GENOME-0226216: 1-32,609 (+)
D D I D) DD D !
MGV-GENOME-0229235: 1-28,970 (+)
MGV-GENOME-0215047: 1-29,227 (+) X >1
, DI b )
uvig_233155:1-29,486 (+)
D D I D) DD D %
0OTU_3207:1-35,015 (+)
D D I D) DD D !
uvig 126264:1-35,377 (+)
MGV-GENOME-0236599: 1-34,629 (+) >{
%
MGV-GENOME-0220415: 1-31,623 (+)
D D I D) DD D a )
OTU_3527:1-33,470 (+)
D D I D) DD D %
OTU_2966:1-36,349 (+)
DD D) DD D D ! )
OTU_3270:1-34,689 (+)
D D) DD !
MGV-GENOME-0235839: 1-34,488 (+)
b
MGV-GENOME-0239864: 1-35,210 (+)
b
MGV-GENOME-4410357: 1-35,062 (+)
DD D) DD D D !
MGV-GENOME-0244676:1-35,898 (+)
D D) DD X
MGV-GENOME-0235960: 1-33,586 (+)
D D) DD DD ’
MGV-GENOME-0226059: 1-30,011 (+)
DD D) DD D D N )
MGV-GENOME-0211900: 1-30,081 (+)
MGV-GENOME-0197525:1-27,536 (+)
DD b

uvig 50366:1-32,496 (+)

D ) D YD a
MGV-GENOME-0192558:1-26,676 (+)
f 10000 nt i

defence (PADLOC) tRNA
I I



