),V a E))) )Y D)) R PENHIDL L OCC OC >DINEDPHD

uvig_156075:1-36,531 (+)

D))Vl i) 0 ) D B PED- AP 0 O SO

MGV-GENOME-0251121:1-36,922 (+)

Lo O OB 00D o O KAHADMHN__E OO o DI DD

OTU_2037:1-40,856 (+)

), E))) /o b)) D B WEDDIHHPL T 0 0 DN ODD

IMGVR_UViG_3300045988_119358|3300045988|Ga0495776_044715:1-37,327 (+)

C O OB PO o M —CAA-HDORL T O0DC OC e ODHD

IMGVR_UViG_3300008482_000006|3300008482|Ga0115187_100407: 1-42,381 (+)

D)) VDI )YE) I MED—CHAC-HDORL T O0C OC WD

IMGVR_UViG_3300045988_081729|3300045988|Ga0495776_002513: 1-42,398 (+)

CoC 2 - 00— C WDED—CAE-HRDML L OO0 O AW DHD

IMGVR_UViG_3300045988_093337|3300045988|Ga0495776_112574:1-42,452 (+)

D) b)) ) I MDAEHED-AA-GDIN_T 0 O SIME DD

MGV-GENOME-0273133: 1-40,883 (+)

D)) DI,/ L N IDED—CKACHHDI AR D O SDINEDODHD

OTU_1959:1-41,188 (+)

R\, Y e )Y R N N ) e A O 0 0,0, I R N )., Vs

MGV-GENOME-0278684: 1-41,972 (+)

Lo OO ODic 0 OO OO0 5T >DIMEDDD

IMGVR_UViG_3300045988_108790|3300045988|Ga0495776_027447:1-41,972 (+)

COC C OO 00— o A=A T 0 OC— >-OINMEDDHD

MGV-GENOME-0285664: 1-43,314 (+)

I, ), o))\ ) R IWE-CHEAA-GA_C >OEDD

MGV-GENOME-0255112:1-37,611 (+)

C O O OO NCDE o DD CRKHDHDE O OB O DD

OTU_1962:1-41,173 (+)

D))V e D )5 ) D B MDD O-HD-CKICHGADEN O 0 o S-DINEDDD

uvig 492679:1-47,569 (+)

) )Y ) S IE-CAE-HRINL_C CE O >-DIMEDDHD

IMGVR_UViG_3300045988_126776|3300045988|Ga0495776_070720: 1-41,702 (+)

) B I,y D)) I IED-CKIIMHDON__E OO o S>DINEDDHD

MGV-GENOME-0267016:1-39,702 (+)

D)D) V) D B ED-ADDME O0C OC SIEDMDD

IMGVR_UViG_3300045988_082329|3300045988|Ga0495776_170905: 1-37,733 (+)

O OO NNEDOIE—00 DI KEHBDKIDN__E o0 o -OIMEDPD

IMGVR_UViG_3300029610_000014|3300029610|Ga0245132_100547: 1-43,807 (+)

OO OO ONEDOIE00 AR KEHGOMEINE T O0C O OEDPD

MGV-GENOME-0280978: 1-42,430 (+)

D)) D)) VD) R MDED—CRKE KB I O D OF — S>OEDRD

IMGVR_UViG_3300045988_107084|3300045988|Ga0495776_109777:1-41,349 (+)

D)) D)) ) R DD DD—CAHIARMHME T O0C 5T DD

IMGVR_UViG_3300045988_088121|3300045988|Ga0495776_071840: 1-40,175 (+)

D))\ ) R DDA OO o 0D

IMGVR_UViG_3300045988_119870|3300045988|Ga0495776_008066: 1-40,865 (+)

COC C DO NHEDID L A

MGV-GENOME-0277296:1-41,689 (+)

D)D)\ ) D B

uvig 128450:1-51,176 (+)

D)) D))y D)) D B

uvig 536613:1-43,779 (+)

D)) D))V D

MGV-GENOME-0288525:1-43,202 (+)

) D)) V)Y D

MGV-GENOME-0281549: 1-42,545 (+)

D)) D))V D

uvig_163058:1-53475 (+)

D)) )Yy I

OTU_1584:1-43,173 (+)

D)D) ) D B DDA 0T o SDDDHD

IMGVR_UViG_3300023290_000269|3300023290|Ga0256628_100336(2-41492:1-41,491 (+)

D)) DE))))D,)) D B PEDD-CKAE-EADMHNIC_E OO oF — D-DINEDODHD

SAMN11031425_al _ct2326:1-43,994 (+)

R\ )/ )\ ) ) D B IDED-CE KRR 0 o >-DINEDDAD

MGV-GENOME-0285195:1-43,211 (+)

) D)) V) D M-I D OF ANDEDMDAD

IMGVR_UViG_3300029386_000370|3300029386|Ga0243981_1000120|94294-137939: 1-43,646 (+)

D)D)y B D DIEATOAI-EI-OMEME T O O HCIEDSDDD

SAMEA1906554 al ct11417_vs1:1-46,950 (+)

CoC 2 OB D000 C WD OO O HEWEDDDD

MGV-GENOME-0250610: 1-36,833 (+)

) )Y ) D IEIEE KA Do DN D-E0bD

IMGVR_UViG_3300045988_089070|3300045988|Ga0495776_055683: 1-43,233 (+)
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