
MGV-GENOME-0371883: 1-117,712 (+)

IMGVR_UViG_3300045988_127165|3300045988|Ga0495776_188250: 1-116,750 (+)

MGV-GENOME-0375941: 1-117,377 (+)

IMGVR_UViG_3300045988_187704|3300045988|Ga0495776_181005|12666-128189: 1-115,524 (+)

MGV-GENOME-0375948: 1-128,189 (+)

IMGVR_UViG_3300045988_116494|3300045988|Ga0495776_122541: 1-118,780 (+)

MGV-GENOME-0372057: 1-118,780 (+)

SRS077730_a1_ct6180: 1-117,992 (+)

uvig_16220: 1-119,488 (+)

MGV-GENOME-0372152: 1-117,664 (+)

Ma_2019_SRR413714_NODE_73_length_122585_cov_3.736383: 1-122,585 (+)

MGV-GENOME-0372496: 1-120,340 (+)

uvig_594430: 1-111,791 (+)

SAMEA2580162_a1_ct22391_vs1: 1-94,250 (+)

IMGVR_UViG_3300045988_105047|3300045988|Ga0495776_034746: 1-111,561 (+)

uvig_312360: 1-110,451 (+)

uvig_144822: 1-124,063 (+)

IMGVR_UViG_3300045988_106047|3300045988|Ga0495776_150890: 1-116,325 (+)

MGV-GENOME-0372834: 1-122,690 (+)

MGV-GENOME-0373830: 1-117,749 (+)

IMGVR_UViG_3300029496_000002|3300029496|Ga0244086_100049: 1-118,738 (+)

MGV-GENOME-0372047: 1-118,701 (+)

IMGVR_UViG_3300045988_097876|3300045988|Ga0495776_122533: 1-118,701 (+)

SAMN06164575_a1_ct52769_vs1: 1-118,068 (+)

IMGVR_UViG_3300029887_000385|3300029887|Ga0245331_1000127|2398-121328: 1-118,931 (+)

uvig_255943: 1-117,146 (+)

MGV-GENOME-0372066: 1-118,869 (+)

IMGVR_UViG_3300045988_107709|3300045988|Ga0495776_122547: 1-118,869 (+)

MGV-GENOME-0372026: 1-118,588 (+)

uvig_435295_: 1-118,189 (+)

uvig_583550: 1-118,929 (+)

uvig_591991: 1-117,640 (+)

uvig_267308: 1-130,119 (+)

MGV-GENOME-0376753: 1-117,381 (+)

IMGVR_UViG_2921473944_000002|2921473944|2921473955|114998-232336: 1-117,339 (+)

ivig_790: 1-93,366 (+)

uvig_460727: 1-123,454 (-)

50000 nt

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) anti-defence (dbAPIS) AMR (AMRFinderPlus) tRNA tmRNA


