
IMGVR_UViG_3300045988_058771|3300045988|Ga0495776_189257: 1-33,934 (+)

MGV-GENOME-0240687: 1-33,934 (+)

MGV-GENOME-0263997: 1-35,810 (+)

uvig_314463: 1-37,729 (+)

IMGVR_UViG_3300045988_053350|3300045988|Ga0495776_182964: 1-35,794 (+)

uvig_316374: 1-35,009 (+)

uvig_317871: 1-35,042 (+)

IMGVR_UViG_3300008153_000215|3300008153|Ga0114320_1000123: 1-45,467 (+)

IMGVR_UViG_3300045988_067002|3300045988|Ga0495776_101482: 1-34,743 (+)

MGV-GENOME-0237156: 1-34,743 (+)

SAMN00990286_a1_ct27211_vs1: 1-38,676 (+)

IMGVR_UViG_7000000125_000192|7000000125|SRS015941_WUGC_scaffold_78686: 1-33,393 (+)

SRS101439_a1_ct8518_vs1: 1-32,047 (+)

SRS142896_a1_ct19816_vs01: 1-27,260 (+)

MGV-GENOME-0246479: 1-34,956 (+)

IMGVR_UViG_3300045988_064170|3300045988|Ga0495776_145862: 1-34,956 (+)

MGV-GENOME-0270166: 1-35,928 (+)

SRS143062_a1_ct9267: 1-36,836 (+)

IMGVR_UViG_3300006460_000154|3300006460|Ga0100061_100241|1-35508: 1-35,508 (+)

IMGVR_UViG_3300007924_000018|3300007924|Ga0113552_100412: 1-34,497 (+)

SRS143022_a1_ct2102_vs01: 1-38,068 (+)

SAMN11031376_a1_ct4540: 1-36,382 (+)

SRS102808_a1_ct50612: 1-33,644 (+)

IMGVR_UViG_7000000073_000114|7000000073|SRS021496_Baylor_scaffold_4543: 1-37,628 (+)

IMGVR_UViG_3300006524_000304|3300006524|Ga0101033_100034|31501-66215: 1-34,715 (+)

SRS011115_a1_ct60960_vs1: 1-44,998 (+)

SRS143310_a1_ct2150_vs1: 1-36,029 (+)

uvig_125659: 1-21,502 (+)

SRS014573_a1_ct23256_vs1: 1-22,200 (+)

SRS019026_a1_ct60309_vs1: 1-35,221 (+)

MGV-GENOME-0232185: 1-33,749 (+)

MGV-GENOME-0227426: 1-30,581 (+)

MGV-GENOME-0230622: 1-32,798 (+)

MGV-GENOME-0261738: 1-31,595 (+)

MGV-GENOME-0239684: 1-33,300 (+)

IMGVR_UViG_3300045988_038398|3300045988|Ga0495776_189093: 1-33,300 (+)

IMGVR_UViG_3300045988_074669|3300045988|Ga0495776_145351: 1-33,476 (+)
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