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MGV-GENOME-0260234: 1-38,488 (+)
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MGV-GENOME-0255724:1-37,711 (+)
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uvig 204047:1-40,733 (+)
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MGV-GENOME-0268635: 1-35,662 (+)
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MGV-GENOME-0247231: 1-30,623 (+)

2 OO H-D0EE D0

uvig 177382:1-36,323 (+)
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uvig 418233:1-39,081 (+)

[T OO0 DEDE DD

SRS011134 a1 ct6636:1-38,034 (+)
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MGV-GENOME-0258174:1-38,133 (+)

o OO DO DN

uvig 156887:1-39,312 (+)
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MGV-GENOME-0263128: 1-39,002 (+)
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uvig 441795_:1-46,287 (+)
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MGV-GENOME-0257348: 1-37,991 (+)
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MGV-GENOME-0260310: 1-38,502 (+)
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Ma_2019_SRR341589_NODE_262_length_45054_cov_5.487189: 1-45,054 (+)
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2 OO >-DOEE DN

Ejgj@@@@@@@@ijij@@@@@@@@@@@@@@

MGV-GENOME-0261220: 1-38,664 (+)
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uvig_196446:1-34,215 (+)
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MGV-GENOME-0274814:1-41,194 (+)
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MGV-GENOME-0231656: 1-33,647 (+)
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MGV-GENOME-4415475: 1-37,495 (+)
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MGV-GENOME-0258495:1-38,181 (+)
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uvig_76619:1-45,608 (+)

o OO O-DEDE DDA

—
MGV-GENOME-0266066: 1-39,521 (+)
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