UWOHOL SODEEDDD

DA - HEDOD

MGV-GENOME-0155209:1-21,181 (+)

DPDHOEODDEDEED

DAED-ADHENIOD

<

V-GENOME-0140990: 1-19,397 (+)

J

OO DPPEDODE

D

uvig 27489:1-22,675 (+)

DA

MGV-GENOME-0162761:1-22,191 (+)

é

uvig 548085:1-32,321 (+)

Rampelli_SM_39 NODE_530_length_22442 cov_19.751418:1-22,442 (+)

ODOH O DDEEDODE

-

uvig_364970:1-22,442 (+)

DO CEDDDDA

DA

uvig 574754:1-22,754 (+)

DDOH O DDEEDODN

MGV-GENOME-0170848: 1-23,317 (+)

MGV-GENOME-0171290: 1-23,381 (+)

O EOBETDIEH T OEDEEDDD

MGV-GENOME-0185636: 1-25,540 (+)

O OB DIDH T OEDEEDDD

MGV-GENOME-0184862: 1-25,416 (+)

DDOHOEDPPEDODE

MGV-GENOME-0166747:1-22,745 (+)

O P OBEEDMOH O SDEDDDD

MGV-GENOME-0170229:1-23,231 (+)

SAMN10080899_al_ct31203_vs1:1-21,265 (+)

O SO0 O JDEDDDDN

2
- PP 9 09

—
uvig 187193:1-37,788 (+)

MGV-GENOME-0155612:1-21,235 (+)

ODEH O DPPEDODH

uvig 346764:1-22,554 (+)

MGV-GENOME-0155331:1-21,199 (+)

DPDH O OEDEDEED

MGV-GENOME-0165742:1-22,602 (+)

A PEEBOMWOHOE ODEDDDED

MGV-GENOME-0159514:1-21,749 (+)

O T DD O ODDEDDLD

MGV-GENOME-0181266: 1-24,862 (+)

H LD OO 2PPEDODE

uvig_496908: 1-22,497 (-)

OPDHOEOEEEDDED

uvig 584711:1-21,718 (+)

ODEH O DEEEDODD

MGV-GENOME-0153625:1-20,975 (+)

O OB B0DIH O DDEDDDDH

uvig_181254:1-31,701 (+)

SAMNO09781701_al_ct107730_vs1: 1-15,630 (+)

D D-DHOEOEEEDDED

uvig_152390_: 1-28,596 (+)

O M DO S0E0D0DD

MGV-GENOME-0170447:1-23,261 (+)

O AEEBETTTRD-UH O DDEDDODM

uvig 211556:1-24,263 (+)

O DO DPEETDOIHL S CEEDDDHEH D0

uvig_26148:1-16,198 (+)

O OPPEEEROIOH L OEDEDDDORGD—IHDBOAIO)-

—
MGV-GENOME-4326583:1-16,198 (+)

O OB O DDEDDDD

[

uvig_258113:1-21,682 (+)

MGV-GENOME-0165058:1-22,505 (+)

A HHEH—HEDLTI0N-

MGV-GENOME-0157630: 1-21,502 (+)

uvig_176601:1-17,972 (+)

} 10000 nt {
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I




