
IMGVR_UViG_3300045988_129490|3300045988|Ga0495776_055675: 1-43,230 (+)

uvig_110958: 1-45,143 (+)

IMGVR_UViG_3300029236_000013|3300029236|Ga0169721_100445: 1-44,683 (+)

MGV-GENOME-0294018: 1-45,167 (+)

MGV-GENOME-0272782: 1-40,822 (+)

IMGVR_UViG_3300045988_136758|3300045988|Ga0495776_056057: 1-43,416 (+)

IMGVR_UViG_3300045988_138764|3300045988|Ga0495776_056061: 1-43,417 (+)

IMGVR_UViG_3300045988_117642|3300045988|Ga0495776_056103: 1-43,438 (+)

IMGVR_UViG_3300045988_119155|3300045988|Ga0495776_096834: 1-47,668 (+)

MGV-GENOME-0303417: 1-47,668 (+)

IMGVR_UViG_3300045988_133565|3300045988|Ga0495776_096791: 1-47,639 (+)

MGV-GENOME-0300182: 1-46,671 (+)

Ma_2019_SRR413710_NODE_402_length_48831_cov_3.923056: 1-48,831 (+)

IMGVR_UViG_3300029521_000008|3300029521|Ga0244833_100544: 1-46,674 (+)

IMGVR_UViG_3300045988_137371|3300045988|Ga0495776_005839: 1-47,239 (+)

MGV-GENOME-0302032: 1-47,239 (+)

IMGVR_UViG_3300045988_109923|3300045988|Ga0495776_006267: 1-46,761 (+)

MGV-GENOME-0300493: 1-46,761 (+)

MGV-GENOME-0303864: 1-47,814 (+)

MGV-GENOME-0298467: 1-46,214 (+)

uvig_334995: 1-46,826 (+)

IMGVR_UViG_3300045988_130565|3300045988|Ga0495776_117673: 1-46,655 (+)

MGV-GENOME-0300433: 1-46,746 (+)

IMGVR_UViG_3300045988_128006|3300045988|Ga0495776_006260: 1-46,746 (+)

IMGVR_UViG_3300029033_000005|3300029033|Ga0169717_100132: 1-46,621 (+)

IMGVR_UViG_3300045988_133194|3300045988|Ga0495776_006298: 1-46,844 (+)

MGV-GENOME-0301074: 1-46,932 (+)

uvig_327203: 1-45,757 (+)

SAMN00792020_a1_ct19678: 1-46,958 (+)

IMGVR_UViG_3300045988_135877|3300045988|Ga0495776_006354: 1-47,048 (+)

IMGVR_UViG_3300045988_126794|3300045988|Ga0495776_002702: 1-47,111 (+)

OTU_1216: 1-47,011 (+)

uvig_560931: 1-45,776 (+)

MGV-GENOME-0263146: 1-39,004 (+)

MGV-GENOME-0185711: 1-25,552 (-)

MGV-GENOME-0178550: 1-24,450 (-)
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