
IMGVR_UViG_3300045988_044992|3300045988|Ga0495776_182323: 1-33,002 (+)

MGV-GENOME-0259355: 1-33,002 (+)

MGV-GENOME-0269892: 1-32,213 (+)

uvig_421961: 1-42,642 (+)

IMGVR_UViG_3300045988_068902|3300045988|Ga0495776_185368: 1-32,694 (+)

IMGVR_UViG_3300008335_000011|3300008335|Ga0115190_100174: 1-35,497 (+)

SRS098624_a1_ct13358: 1-35,654 (+)

IMGVR_UViG_3300014970_000002|3300014970|Ga0169826_100262: 1-35,711 (+)

IMGVR_UViG_3300008140_000115|3300008140|Ga0114165_1000319: 1-35,908 (+)

IMGVR_UViG_3300007527_000009|3300007527|Ga0105486_1000241: 1-34,508 (+)

Lim_Twin_A1_NODE_8_length_37211_cov_81.618353: 1-37,211 (+)

uvig_113139: 1-24,890 (+)

IMGVR_UViG_3300008075_000015|3300008075|Ga0114853_100166: 1-35,823 (+)

MGV-GENOME-0244473: 1-35,866 (+)

uvig_213281: 1-36,001 (+)

SRS063413_a1_ct6107: 1-36,526 (+)

uvig_577950: 1-37,573 (+)

MGV-GENOME-0279422: 1-36,182 (+)

SRS018394_a1_ct32807_vs1: 1-36,467 (+)

SRS018975_a1_ct5587_vs1: 1-42,900 (+)

IMGVR_UViG_3300007100_000156|3300007100|Ga0102544_100107|11477-47946: 1-36,470 (+)

IMGVR_UViG_3300007869_000007|3300007869|Ga0111024_100043: 1-32,548 (+)

IMGVR_UViG_3300008650_000014|3300008650|Ga0111455_1000382: 1-35,871 (+)

IMGVR_UViG_3300008074_000037|3300008074|Ga0114852_100065: 1-34,851 (+)

OTU_2921: 1-36,592 (+)

IMGVR_UViG_3300008363_000150|3300008363|Ga0115180_100154|2-37841: 1-37,840 (+)

MGV-GENOME-0248248: 1-36,451 (+)

SAMN11031408_a1_ct1541: 1-36,249 (+)

OTU_3036: 1-35,952 (+)

SRS063603_a1_ct50484_vs1: 1-36,440 (+)

IMGVR_UViG_3300008680_000020|3300008680|Ga0111555_1000382: 1-36,407 (+)

OTU_3051: 1-35,877 (+)

IMGVR_UViG_3300028995_000064|3300028995|Ga0169683_100002|177948-214860: 1-36,913 (+)

SRS076926_a1_ct14313_vs1: 1-35,752 (+)

MGV-GENOME-0242259: 1-35,539 (+)

IMGVR_UViG_3300045988_069302|3300045988|Ga0495776_103281: 1-35,539 (+)
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