MGV-GENOME-0261218:1-38,664 (+)

MGV-GENOME-0248506: 1-36,494 (+)

uvig 429061:1-37,570 (+)

MGV-GENOME-0247391:1-36,309 (+)
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uvig_175738:1-34,318 (+)

DLODDOON O DO S0 0D SUPDDOE DUED0T DDIED-G

uvig_452939:1-29,436 (-)

uvig_358880:1-27,176 (+)

uvig_258665:1-35,452 ()

uvig_181436:1-27,114 (+)
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SAMEA2737734 _al_ct62189 vs1:1-34,262 (+)
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—
OTU_3751:1-31,795 (+)
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—
OTU_3226:1-34,924 (+)

O O DE D PR DD 300 PO ORI DU PP

—
MGV-GENOME-0231747:1-33,663 (+)

O O DE DN DD 200 DD SUPDEEE SODIMWDADDDEDDD

—
MGV-GENOME-0238600: 1-35,014 (+)
OTU_3720:1-32,067 (+)
SAMNO5826542_al_ct27442_vs1:1-32,592 (+)

uvig 63478:1-29,442 (+)

MGV-GENOME-0251937:1-37,067 (+)
t 20000 nt {

defence (DefenseFinder) defence (PADLOC) virulence (VFDB) AMR (AMRFinderPlus)




