
MGV-GENOME-0325099: 1-56,665 (+)

MGV-GENOME-0324809: 1-56,529 (+)

SAMEA2737981_b1_ct3: 1-56,722 (+)

MGV-GENOME-0324760: 1-56,504 (+)

MGV-GENOME-0325618: 1-56,912 (+)

MGV-GENOME-0324476: 1-56,361 (+)

IMGVR_UViG_3300019469_000054|3300019469|Ga0197712_10001: 1-58,161 (+)

IMGVR_UViG_3300022579_000047|3300022579|Ga0248023_1020: 1-58,100 (+)

IMGVR_UViG_3300028508_000047|3300028508|Ga0307854_1041: 1-58,100 (+)

SRS076926_a1_ct11153_vs1: 1-57,582 (+)

TemPhD_cluster_28809: 1-56,550 (+)

SRS077312_a1_ct6012: 1-56,297 (+)

SRS104921_a1_ct20053: 1-56,839 (+)

MGV-GENOME-0324909: 1-56,581 (+)

uvig_456030: 1-57,366 (+)

SRS142664_a1_ct17031: 1-57,529 (+)

SRS148205_a1_ct221346: 1-55,898 (+)

SRS051244_a1_ct13615_vs1: 1-58,030 (+)

SRS042984_a1_ct27705: 1-56,787 (+)

SRS013663_a1_ct19192: 1-55,765 (+)

SRS144546_a1_ct12442: 1-57,298 (+)

MGV-GENOME-0324805: 1-56,527 (+)

SAMEA2738000_b1_ct4: 1-55,247 (+)

MGV-GENOME-0324492: 1-56,370 (+)

MGV-GENOME-0323173: 1-55,754 (+)

MGV-GENOME-0326694: 1-57,418 (+)

SAMEA2737955_b1_ct7: 1-57,363 (+)

MGV-GENOME-0315112: 1-51,955 (-)

SRS076770_a1_ct11535_vs1: 1-61,512 (+)

MGV-GENOME-0293980: 1-45,159 (+)

MGV-GENOME-0289988: 1-44,270 (+)

Kang_0021_ST003_A_NODE_24_length_44717_cov_55.196879: 1-44,717 (+)

MGV-GENOME-0326354: 1-57,258 (+)

SAMEA2737990_b1_ct1: 1-57,203 (+)

MGV-GENOME-0305528: 1-48,390 (+)

SRS064260_a1_ct134516_vs1: 1-43,667 (+)

20000 nt

defence (DefenseFinder)


