
uvig_217782: 1-61,607 (+)

MGV-GENOME-0334568: 1-61,607 (+)

MGV-GENOME-0335226: 1-61,997 (+)

uvig_542361: 1-61,128 (+)

SRS148820_a1_ct18412: 1-61,128 (+)

IMGVR_UViG_7000000025_000019|7000000025|SRS023617_Baylor_scaffold_11447: 1-61,538 (+)

IMGVR_UViG_3300007128_000002|3300007128|Ga0102725_100054: 1-61,184 (+)

uvig_191296: 1-62,272 (+)

IMGVR_UViG_3300029668_000002|3300029668|Ga0245235_100367: 1-62,314 (+)

MGV-GENOME-0332657: 1-60,497 (+)

IMGVR_UViG_3300045988_106891|3300045988|Ga0495776_007400: 1-60,497 (+)

IMGVR_UViG_3300045988_096302|3300045988|Ga0495776_007321: 1-60,112 (+)

Monaco_MBA4038_NODE_15_length_61603_cov_27.376925: 1-61,603 (+)

IMGVR_UViG_3300008345_000006|3300008345|Ga0115409_100059: 1-60,738 (+)

IMGVR_UViG_3300008080_000002|3300008080|Ga0105957_100166: 1-60,395 (+)

MGV-GENOME-0330036: 1-59,077 (+)

uvig_428240: 1-59,077 (+)

TemPhD_cluster_56852: 1-60,360 (+)

uvig_316887: 1-54,527 (+)

MGV-GENOME-4427665: 1-57,253 (+)

MGV-GENOME-0320810: 1-54,569 (+)

MGV-GENOME-0323041: 1-55,690 (+)

MGV-GENOME-0319160: 1-53,764 (+)

MGV-GENOME-0333378: 1-60,900 (+)

SAMEA2738126_b1_ct4: 1-60,845 (+)

uvig_479092: 1-59,307 (+)

MGV-GENOME-0325027: 1-56,635 (+)

SRS146894_a1_ct31013: 1-62,688 (+)

MGV-GENOME-0333963: 1-61,253 (+)

SRS021528_a1_ct11721: 1-61,902 (+)

OTU_1142: 1-48,534 (+)

OTU_1179: 1-47,797 (+)

MGV-GENOME-0304406: 1-47,994 (+)

MGV-GENOME-0333122: 1-60,750 (+)

MGV-GENOME-0321254: 1-54,791 (+)

MGV-GENOME-0305322: 1-48,315 (+)

20000 nt

defence (PADLOC) AMR (AMRFinderPlus) tRNA


