
IMGVR_UViG_3300045988_008805|3300045988|Ga0495776_014566: 1-45,234 (+)

IMGVR_UViG_3300045988_004208|3300045988|Ga0495776_012726: 1-44,353 (+)

MGV-GENOME-0294322: 1-45,234 (+)

MGV-GENOME-0290341: 1-44,353 (+)

MGV-GENOME-0292940: 1-44,936 (+)

IMGVR_UViG_3300045988_003026|3300045988|Ga0495776_015214: 1-45,976 (+)

uvig_310056: 1-52,125 (+)

uvig_241113: 1-45,007 (+)

IMGVR_UViG_3300045988_015444|3300045988|Ga0495776_015643: 1-45,569 (+)

uvig_174623: 1-45,585 (+)

MGV-GENOME-0291061: 1-44,523 (+)

Han_2018_ERR1398172_NODE_216_length_54152_cov_32.693199: 1-54,152 (+)

IMGVR_UViG_3300045988_009561|3300045988|Ga0495776_100047: 1-44,202 (+)

SAMN03418284_a1_ct7922: 1-43,840 (+)

IMGVR_UViG_3300045988_011941|3300045988|Ga0495776_020688: 1-43,939 (+)

IMGVR_UViG_3300045988_011544|3300045988|Ga0495776_019689: 1-43,385 (+)

IMGVR_UViG_3300045988_014324|3300045988|Ga0495776_097979: 1-45,918 (+)

MGV-GENOME-0297235: 1-45,918 (+)

IMGVR_UViG_3300029483_000017|3300029483|Ga0244102_100634: 1-45,416 (+)

IMGVR_UViG_3300045988_007528|3300045988|Ga0495776_054505: 1-45,250 (+)

uvig_9105: 1-45,192 (+)

MGV-GENOME-0294328: 1-45,235 (+)

uvig_67961: 1-44,541 (+)

SAMN03418286_a1_ct99636_vs1: 1-43,261 (+)

IMGVR_UViG_3300045988_011776|3300045988|Ga0495776_012836: 1-44,539 (+)

Han_2018_ERR1398253_NODE_451_length_44539_cov_92.418263: 1-44,539 (+)

uvig_243527: 1-44,765 (+)

IMGVR_UViG_3300045988_003454|3300045988|Ga0495776_019431: 1-43,031 (+)

MGV-GENOME-0217121: 1-31,049 (+)

uvig_254731: 1-44,288 (+)

IMGVR_UViG_3300045988_006476|3300045988|Ga0495776_139839: 1-43,800 (+)

uvig_95583: 1-44,517 (+)

MGV-GENOME-0236978: 1-34,709 (+)

IMGVR_UViG_3300045988_010982|3300045988|Ga0495776_020442: 1-43,690 (+)

IMGVR_UViG_3300029257_000011|3300029257|Ga0168675_100651: 1-43,681 (+)

20000 nt
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