
SRS149961_a1_ct15556_vs1: 1-41,850 (+)

SRS143850_a1_ct20705: 1-37,662 (+)

SAMEA2738065_b1_ct10_vs2: 1-36,640 (+)

MGV-GENOME-0265341: 1-34,556 (+)

MGV-GENOME-0259404: 1-38,340 (+)

SAMEA2738166_b1_ct60_vs2: 1-33,511 (+)

SRS018591_a1_ct17607_vs1: 1-43,971 (+)

IMGVR_UViG_7000000442_000121|7000000442|SRS051791_LANL_scaffold_27582: 1-43,156 (+)

IMGVR_UViG_7000000511_000027|7000000511|SRS018591_WUGC_scaffold_28272: 1-39,261 (+)

IMGVR_UViG_3300007979_000170|3300007979|Ga0114002_100235|4070-41530: 1-37,461 (+)

IMGVR_UViG_3300008636_000154|3300008636|Ga0111420_100045|5068-42074: 1-37,007 (+)

Norman_24_NODE_17_length_38230_cov_130.443301: 1-38,230 (+)

IMGVR_UViG_3300007314_000016|3300007314|Ga0104968_100250: 1-38,406 (+)

SRS148676_a1_ct6637: 1-37,365 (+)

SRS021954_a1_ct33348_vs1: 1-38,276 (+)

SAMN11031288_a1_ct327: 1-38,972 (+)

SRS102808_a1_ct54657_vs1: 1-41,164 (+)

IMGVR_UViG_3300008362_000187|3300008362|Ga0115107_100172|4140-41944: 1-37,805 (+)

SRS015893_a1_ct19799_vs1: 1-41,750 (+)

IMGVR_UViG_3300007220_000040|3300007220|Ga0104054_100574: 1-37,258 (+)

IMGVR_UViG_3300007125_000046|3300007125|Ga0102700_1000429: 1-38,561 (+)

SAMN11031439_a1_ct3393: 1-38,654 (+)

MGV-GENOME-0258088: 1-38,118 (+)

SAMN05826886_a1_ct2638: 1-37,999 (+)

uvig_420098: 1-38,054 (+)

IMGVR_UViG_3300022490_000026|3300022490|Ga0242627_100049: 1-38,406 (+)

IMGVR_UViG_3300019468_000034|3300019468|Ga0197713_10007: 1-38,383 (+)

SAMN11031333_a1_ct2605: 1-38,274 (+)

SRS048893_a1_ct69259_vs1: 1-40,779 (+)

SRS143204_a1_ct24345_vs1: 1-42,950 (+)

MGV-GENOME-0257596: 1-36,982 (+)

uvig_161651: 1-35,258 (+)

MGV-GENOME-0249792: 1-36,707 (+)

IMGVR_UViG_3300045988_111002|3300045988|Ga0495776_127181: 1-36,707 (+)

MGV-GENOME-0257518: 1-38,021 (+)

10000 nt

defence (DefenseFinder) defence (PADLOC)


